IDENTIFICATION
Species: Ananas comosus
Locus: Aco012814

Gene Model: Aco012814.1
Description: AncEXPB-03
Family: Beta Expansin

3D structure:

GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Acomosus_v3



https://phytozome-next.jgi.doe.gov/info/Acomosus_v3

EXTERNAL RESOURCES

http://pineapple.angiosperms.orag/pineapple/html/index.html#:~:text=The%20PGD%20(Pinea
pple%20Genomics%20database,genomics%20and%20CAM%20pathway%20genes..
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Superfanilies PLN03023

List of domain hits »

Name Accession Description Interval E-valug¢
[+ PLN03023 super family cl33621 Expansin-like B1; Provisional 48-279  4.44e-3

SEQUENCES
Peptide
>AncEXPB-03

MALRKGFGFCTFYFIFAFLSSFSICARSEQKHSNFSADAASQWGPASATWYGDPHGA
GPADNGGGFKNVNLPPFSSMTSCGNPALFKSGKGCGYQVKCTSHPSGNPSTLVITDL
GGVCLDAPFHFDMSGTTFGSMAKPGLDDELRHAGKIPIQFTRVPCNYPGLNIAFHVE

NGSNPFYFAILIEYENGDGDLTAVDLMEGGSHGQGVWTPMRESWGAIWRLDSNHPL
QGPFSVRLTTLTSGKTLVAADVIPANWKPLTTYRSVVNFSN*

CDS (coding sequence)
>AncEXPB-03

ATGGCTTCGTAAGGGCTTTGGCTTTTGCCTTTTATTTCATTTTTGCGTTTCTCTCAT
CGTTCAGCATTTGTGCGCGCTCCGAAGAATCCATTCTCTGCTGGCGGCCTCAGTG
GGGCCCCGCCAGCGCCGTGGTGGCGCCCCGGTGCCGGLCCCCGCTGAATGGTGGTG
CATGCGGGTTCAAGAATGTGAATCTGCCTCCTTTCTCATCCATGATCGTGTGGGAC
CAGCCCTCTTTAAATCGGGAAAAGGATGTGGCGCTTGCTATCAGGTGAAATGCGA
GCCCCGGCGTGCTCCGGCACCGTCGCCTCGTGATCCGGCGTGCCTCGGCGGAGTC
TGCCTCGGCGCCATTCCATTTCGATGAGCGGAGTTTCGGGTCCATGGCAAACCGG
CCTCGGGAGCTTCGCCGCCGGAAAAATCCCAATAATTCCAGAGTCCTGCATCCGG
GCTTGAATTGCCTTCCGTCGAGAATGGCTCGAATCCGTTTTTTTGCGATCCTGATC
GAGTGAGAGGGGGGAGATCTCGGCGGTCGATCTTATGGAGGGCGGCAGCCGGGC
AAGGCGTATGGTCCGATGCGCGAGTCATGGGGCGCGATATGGAGATTGGTCGAC
CCGTTGCAGGGCCCGTTCTCGGTCCGGCTCCTCTCTTCCGGGAAGCCTCGTCGCCG
CCGATGTGATTCCGGCCAATTGGAAGCCCCTACCTAGATCAGTTGTGATTTAGTA
TAG
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Nucleotide
>AncEXPB-03

ATCTCTTCATCTATTTGCATCTCTTTGCCTCAATTTTCAAATAATCAAATGGCTTCG
TAAGGGCTTTGGCTTTTGCCTTTTATTTCATTTTTGCGTTTCTCTCATCGTTCAGCA
TTTGTGCGCGCTCCGAAGAATCCATTCTCTGCTGGCGGCCTCAGTGGGGCCCCGL
CAGCGCCGTGGTGGCGCCCCGGTGCCGGCCCCGCTGAATGGTATTATGTTCATCT
TTTCTAGAGAAGATTTAGGCTATTTTGCCTAATTTTTTTTATAAATATTAAATAAT
TTTATTCTAAGAATATTTAAATAGATTCTGATAATAGTGTGTTAATTAATTGGTAA
GAATCATATTTAGTTTTGATAATCTAGTATAATTTGTCAGTATTTATTTGATTTTAA
GTGATTTAATTTTTTTTGTAGTTCTTGAATTTTCTGGGCGGCCCAATTTTAAATGA
GCTATATTTGAAAGTCTGTCAATATTTTATTATATGTGAGTTTAGTCATGTTTAAA
TAGTCTTATTGCAGTATTTTATATTCCATTATCTTCTAAGAATTAGGTTATAGGGA
TGTTTGGATTTTGTATAAGTGTCTCATTTATCAAATTAAAAAAAAATCTTAATGCC
TAAATATAAACCAATCTAATTAAAAATAAAAGATTTCTTCACCCCCCCTGCTCATT
CGGCCCGATTAGAAAGAAAAGAAAAAAAAAAAAGAAAAATCGATTATCATCTCC
CCTTCTCTCCTCTCAATCTTGAAATCCTAGGAAGATCCCTTCCTCTCATCCTCCTCC
GCCCGCAGCCAGAGATAGAGTTCCGGCGGTTGCTAAATGCTTGCAAATTAGCAGC
TCTGTTATGTTATAGCGTTTTTATGTCTATATCTAGCGTCCATATAGCAATTTTTTA
AAAATGTCGATAATTTAGCCAGTGGCTTTTTTGCTATCGAATTAAAGTATCGCTAT
AGCGTTTTTGTTGTAGTGCTTTAAGCTAGTCTTTTGGATGATAATAAGAGTAATGT
TATCCAAATCTCGCGGGGATGAGCTGAGCTAGGGTGGGCGGCAGCATGCTTCCGA
TTAANAAAAAAAATCGATTATCATCTCCTCTTCTCTCCTCTCAATCTTGAAATTCT
AGGAAGATCCCTTCCTCTCGTCCTCCTCCGCCCGCAGCCAACGAGGTAGAGTTCC
GGCAGTTGCTAAATTTAAATAAGTGTTGCCAAATTAGCAGCTCTTTTAGGTTATA
GCGTCTTTATGTCTATATACCTAGCGCCCATATAGCATTTTTGAAAGTGTCGGTAA
TTTAGCCAGTAATTTTTTTTACTATCGATATTTAAAAGTGTCGCTATAGCGTTTTTA
TTGTAGTGCTTTAAGCTAGTCTCTTGGATGATAATAAGAGTAATGTTATCCAAATC
TCGCATGGGCCGATGAGCTGAGCTAGGGTGGGCGGCAGCATGCTTTAAATCTGAG
ATTTTTTTATTTTTTTCTTATTTTATTTGTTGAATTTTCGAAAGTCTATATGGTGCG
AATTGCATCACCCTAGAGATGTGTTGAAGGGATGGATCGTAGTTGTTATATCGTT
AAAGGTGATTGTCGAAATCTCGCGTAGAAAGGCAATCGTTATTTTAGAAGTGCAT
AATATTTCGTCAGCCTTATCTTACTTTTATATATCTCTGTAGTGTTGTTATTATTTT
GTATGTATTTTTAAATGGTTATTTAAACTCTCCGATTCAAAATATTTTTAAAATAG
AGCTATATTTTAAAAAAAATAGAGATTTTCCAAGAGAATTCTCAAGTGTGATAAA
TTCTGAAAAAATTATTTGCCAGTATCAAAATGTATGTAGGAGAAAAAGCAATTAA
TTTTGTGAGAAGCAATTAATTAGTTTCTCTCTCTAATTCATTGAATAGGTGGTGCA
TGCGGGTTCAAGAATGTGAATCTGCCTCCTTTCTCATCCATGATCGTGTGGGACCA
GCCCTCTTTAAATCGGGAAAAGGATGTGGCGCTTGCTATCAGGTCTAATTCCCAA
AATTTGAAGATTTAGTAAAATTACAAAAATCAATTGTATTTGATCGAGTAATTAT
ATCAGGTGAAATGCGAGCCCCGGCGTGCTCCGGCACCGTCGCCTCGTGATCCGGC
GTGCCTCGGCGGAGTCTGCCTCGGCGCCATTCCATTTCGATGAGCGGAGTTTCGG
GTCCATGGCAAACCGGCCTCGGGAGCTTCGCCGCCGGAAAAATCCCAATAATTCC
AGGTGAGTTTGACTCTATTTTCAAAAATATAAGCTCGAATATAAAAAATATCTAT
AAATTTCCTTTGTTTTAATCAAATATTCTATTTGAGGTGATTTTCGTATTTTTTTTC
CTCGTTTAAATTCTCAGAGTCCTGCATCCGGGCTTGAATTGCCTTCCGTCGAGAAT
GGCTCGAATCCGTTTTTTTGCGATCCTGATCGAGTGAGAGGGGGGAGATCTCGGC




GGTCGATCTTATGGAGGGCGGCAGCCGGGCAAGGCGTATGGTCCGATGCGCGAG
TCATGGGGCGCGATATGGAGATTGGTCGACCCGTTGCAGGGCCCGTTCTCGGTCC
GGCTCCTCTCTTCCGGGAAGCCTCGTCGCCGCCGATGTGATTCCGGCCAATTGGA
AGCCCCTACCTAGATCAGTTGTGATTTAGTATAGTAATTATAAAGAATTAATGCT
AGAAGTGTTGTTTGTGAGGGCTATGCATTGGTTGGGGTTCGTGTAGCCCCTTCATT
TGCTTGTTATAGTGTTGAGAGCAAATAATAAAAATAAGATGCTTGAAGATTTATC
GATCTGAGCCATTAATCCATATATAGCAAG



