
IDENTIFICATION 

Species: Aquilegia coerulea 

Locus: Aqcoe5G239400 

Gene Model: Aqcoe5G239400.1.p 

Description: AcEXPA-15 

Family: Alpha Expansin 

3D structure: 

 

GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Acoerulea_v3_1 

EXTERNAL RESOURCES 



GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>AcEXPA-15 

MLLINFREIHKFCNLSAKICPLLIHVQKSLEQTQVRPRTVMKKFMKFVWVRSRRLLTD

LRGRKQLKQLKFALMEKLLHLEILRNNGGWCNPPRQHFDMSQPAFQKIAVSKAGIEP

VLYRKGSCKRTGGIRLTITRRDYFDLVLINNVGATGDIAKVWMKGSKTNSWEPMSR

NWGSNCQSSTYLNRQSLSFRIQTSNGRTKTAYNVAASNWVFGRSYSSNVQF* 

CDS (coding sequence) 

>AcEXPA-15 

ATGTTGTTAATCAACTTCAGAGAAATTCATAAATTTTGTAATTTGTCAGCAAAAAT

TTGTCCATTGCTAATCCATGTTCAAAAGTCATTGGAACAAACACAGGTGAGGCCG

AGGACCGTGATGAAGAAGTTTATGAAATTTGTGTGGGTCAGATCACGTAGGTTGT

TAACCGACCTCAGGGGAAGAAAGCAATTAAAGCAACTGAAGTTTGCACTTATGG

AAAAACTTTTGCATTTGGAGATTTTGCGTAACAATGGTGGATGGTGCAACCCGCC

ACGACAACACTTTGACATGTCGCAACCTGCATTTCAGAAGATTGCAGTTTCCAAA

GCCGGCATTGAACCTGTGCTCTATAGAAAGGGTAGTTGCAAGAGAACTGGAGGG

ATTCGATTGACCATCACCAGACGAGATTACTTCGACCTGGTCCTCATAAATAATG

TAGGAGCAACTGGAGATATAGCAAAGGTCTGGATGAAAGGGTCCAAAACAAATA

GTTGGGAACCAATGTCCAGAAACTGGGGATCAAACTGCCAAAGCTCGACCTATCT

GAATCGCCAGAGTTTATCATTTAGAATCCAGACAAGCAATGGACGTACGAAAAC

AGCATATAATGTCGCGGCTTCTAATTGGGTATTCGGCCGATCTTACTCCAGCAAT

GTTCAGTTCTAA 

Nucleotide 

>AcEXPA-15 

ATGTTGTTAATCAACTTCAGAGAAATTCATAAATTTTGTAATTTGTCAGCAAAAAT

TTGTCCATTGCTAATCCATGTTCAAAAGTCATTGGAACAAACACAGGTATGGATC

TAACATTGGTTTAGGGTTCTACATGCTATTATGTTTAAAGTTCCTTGAATTTGATG

CCAGGTGAGGCCGAGGACCGTGATGAAGAAGTTTATGAAATTTGTGTGGGTCAG

ATCACGTAGGTTGTTAACCGACCTCAGGGGAAGAAAGCAATTAAAGCAACTGAA

GTTTGCACTTATGGGTAGGTAGTGTTATCTATAATTATAAGGAAATATGATGTTTG



TTGAGAAAAGGTGGTGGATTGTGTTGGACAGATTAATACAAAGGAAGAAAACTG

TCGTAACCAAAATTCATTTCTATTAAGATACTGTCTCCAATCAATTGAAGATCATC

ACCTACTGTTCTTCGTTTCTAGGTTAGGTCTTGCTTCAAATCATTAATTGAAATTTC

CTCTTTGTTTTCATTTGTTTTGTTAAATTTTGTTGTTCATGATGAATTGAATCAAGT

AGATTGGACTGGAGTTGAATCTCTCAATAAAACAGCAGGTATCTAGGTTAAGATA

AGGTATGATTGTGATAAACTTATCGCAGAAAAACTTTTGCATTTGGAGATTTTGC

GTAACAATGGTGGATGGTGCAACCCGCCACGACAACACTTTGACATGTCGCAACC

TGCATTTCAGAAGATTGCAGTTTCCAAAGCCGGCATTGAACCTGTGCTCTATAGA

AAGTATGTTCCCATATCATATATCAACCACTACCAAATTTACATTCTCATGAATTA

GTGACTGATATATTATCTACCTCTGTCTGTATATCTCAGGGGTAGTTGCAAGAGA

ACTGGAGGGATTCGATTGACCATCACCAGACGAGATTACTTCGACCTGGTCCTCA

TAAATAATGTAGGAGCAACTGGAGATATAGCAAAGGTCTGGATGAAAGGGTCCA

AAACAAATAGTTGGGAACCAATGTCCAGAAACTGGGGATCAAACTGCCAAAGCT

CGACCTATCTGAATCGCCAGAGTTTATCATTTAGAATCCAGACAAGCAATGGACG

TACGAAAACAGCATATAATGTCGCGGCTTCTAATTGGGTATTCGGCCGATCTTAC

TCCAGCAATGTTCAGTTCTAAGACATCTGACTCGAAAATTTCCATTTCTTTCCTCA

A 


