IDENTIFICATION

Species: Brassica oleracea capitata
Locus: Bol032269

Gene Model: Bol032269
Description: BolEXPA-23
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Boleraceacapitata vl O

EXTERNAL RESOURCES
http://www.ocri-genomics.org/bolbase/login.htm
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GENE STRUCTURE

BolEXPA-23
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE

1 S50 100 150 200 256

Bory soq,

Superfanilies PLNO0OOS0

+ Name Accession Description Interval E-value
[+] PLN00050 super family cl31535 expansin A Provisional 38-253 7.47e-123
SEQUENCES

Peptide

>BolEXPA-23

MGVLVISALLLHVLSFSVCVKGFYRRGGHHPGGHMGPWINAHATFYGGGDASGTM
GGACGYGNLYGQGYGTETAALSTALFDNGLSCGACFELKCVNDPQWCIQGRSIVVT
ATNFCPPGGACDPPNHHFDLSQPIYEHIALYKSGIIPVMYRRVRCRRSGGIRFTINGHS
YFNLVLVTNVGGAGDVHSVSMKGSRSKWQLMSRNWGQNWQSNSYLNGQSLSFVV
TTSDRRSVVSFNVAPSGWSFGQTYTGGQFRY™*

CDS (coding sequence)
>BolEXPA-23

ATGGGAGTTTTAGTAATCTCGGCTCTCCTGCTTCATGTCCTATCGTTTTCTGTTTGC
GTTAAAGGCTTCTACCGTCGTGGCGGCCACCATCCCGGCGGCCACATGGGACCTT
GGATCAATGCTCATGCCACTTTCTACGGTGGCGGTGATGCTTCCGGCACTATGGG
TGGAGCATGCGGGTACGGGAATCTATACGGCCAAGGTTATGGAACAGAGACTGC
GGCGCTGAGCACGGCGTTATTCGATAACGGACTTAGCTGTGGTGCCTGCTTTGAG
CTGAAATGTGTGAACGACCCTCAGTGGTGCATACAAGGCCGGTCCATTGTGGTCA
CCGCCACAAACTTTTGTCCTCCTGGTGGCGCCTGCGATCCTCCAAACCACCATTTC
GATCTTTCTCAGCCCATCTACGAGCACATCGCTCTTTACAAGTCCGGTATCATTCC
GGTTATGTACAGAAGGGTAAGGTGCAGGAGAAGCGGTGGGATAAGGTTCACGAT
CAACGGTCACTCATACTTTAACTTGGTGCTGGTCACAAACGTCGGTGGAGCCGGG
GACGTACACTCTGTGTCAATGAAAGGGTCAAGGTCAAAATGGCAATTAATGTCAA
GAAACTGGGGGCAAAATTGGCAAAGCAACTCTTATCTCAATGGTCAAAGTCTGTC
TTTTGTTGTCACCACAAGTGATCGCCGAAGTGTCGTGTCGTTCAATGTTGCTCCTT
CCGGTTGGTCCTTTGGCCAGACCTACACCGGAGGGCAGTTTCGGTACTAA

Nucleotide
>BolEXPA-23

ATGGGAGTTTTAGTAATCTCGGCTCTCCTGCTTCATGTCCTATCGTTTTCTGTTTGC
GTTAAAGGCTTCTACCGTCGTGGCGGCCACCATCCCGGCGGCCACATGGGACCTT
GGATCAATGCTCATGCCACTTTCTACGGTGGCGGTGATGCTTCCGGCACTATGGG

TATACCTTATTGATCTCCAATAAAAACTCTTACATCTCTTTTTTAGTTGCATCATTC




TAACTTAAGTGACGAAAGGGTAGCTTAGACGTTAAACTTCACCGTTGGCTCCTGT
TTTCAGAGATTGCTATTTCTCTCGTAACATGCAAACAATTTTTTAAACGATACTAT
GTTATACAAACAGAGCATGAAGAAATGGACTCTTTGGCGTTATGTGCCTAAAACA
TTTACTTTTCATATGTTGAAATTTGTTTATCTTGTAAGCTCATTTTTGTAACAAGTC
CATTTTCAAATTTTCAAGTTATTTTCTACAAAACATAAACGCAAATTTTACCAAAA
AAAAAAAGAAAACCATAAAGCAAAAGCCCGATGAAAAAAAACGAAAAAAAAAC
TTAGATGTTTGTGGACTTTACGTTTGCTTGCTTTTACAATTAATAAGATAGTATTA
TCTAAAAAGTAAATATTCTGAGTTTATATGAAAAACCTTAACGTACTTATAAAGG
AAAAGACAAAATAACCGAAACCTAGTTTTTGCTGATGGATTATAAACATTTGCCT
CATGAACATAATTAGGTGGAGCATGCGGGTACGGGAATCTATACGGCCAAGGTT
ATGGAACAGAGACTGCGGCGCTGAGCACGGCGTTATTCGATAACGGACTTAGCT
GTGGTGCCTGCTTTGAGCTGAAATGTGTGAACGACCCTCAGTGGTGCATACAAGG
CCGGTCCATTGTGGTCACCGCCACAAACTTTTGTCCTCCTGGTGGCGCCTGCGATC
CTCCAAACCACCATTTCGATCTTTCTCAGCCCATCTACGAGCACATCGCTCTTTAC
AAGTCCGGTATCATTCCGGTTATGTACAGAAGGTAGTAATTTATTAACCCGGTTT
GCCCCCTCCCAATATGGGGTTACTTAAATGTCATGAAATCTGCATAGTACTGTAG
CTTGTGAATATCCAACGTTAAAATATCAAACACAGTTTGTAAATATCAAACTCAT
ACATTCATTATAAACTACACCACTTAATGGAATTTAGACCCACAAATACACGCAT
TTACTACTTTTGGACCAAATGATAAATGTAGTAGAATTATTAATAGACCGAAAAC
TGTATAGTGATAACAATGAAATGGACACCAAACCTGTGGTACCTTTTTGAGAGAT
ACTAAACTTTCGCAATAGTACGTAGTGATTTAAATAATTGTTTTTTTGGGTGAATA
TATAGGGTAAGGTGCAGGAGAAGCGGTGGGATAAGGTTCACGATCAACGGTCAC
TCATACTTTAACTTGGTGCTGGTCACAAACGTCGGTGGAGCCGGGGACGTACACT
CTGTGTCAATGAAAGGGTCAAGGTCAAAATGGCAATTAATGTCAAGAAACTGGG
GGCAAAATTGGCAAAGCAACTCTTATCTCAATGGTCAAAGTCTGTCTTTTGTTGTC
ACCACAAGTGATCGCCGAAGTGTCGTGTCGTTCAATGTTGCTCCTTCCGGTTGGTC
CTTTGGCCAGACCTACACCGGAGGGCAGTTTCGGTACTAA



