IDENTIFICATION

Species: Panicum hallii

Locus: Pahal.1G115400

Gene Model: Pahal.1G115400.1.p
Description: PhEXPA-06
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_ 1
KEGG: https://www.genome.jp/entry/T07366
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DOMAIN ARCHITECTURE

Superfanilies PLN00193
L]

List of domain hits

Name Accession Description Interval E-value
[+] PLN00193 super family ci33423 expansin-A: Provisional 42-268 372e-124

SEQUENCES
Peptide
>PhEXPA-06

MTAVRAFAVALFALGWALAVAADNVTTSSSSSPAPAPPPAVWQRGHATFYGGADA
SGTMGGACGYGNLYSQGYGSRTAALSTVLFQDGASCGQCYKIACDRKTDPTWCRPG
VTVTVTATNFCPPNWELPDGGWCNTARPHFDMAQPAWEKIGADTRAGIIPVIYQRVP
CARRGGVRFTINGHDYFNLVLVTNVAAAGSIKSMDVRSSDSADWQPMARNWGAN
WHSLAYLSGKRLSFRVTTTDGQTLEFTNVVPPGWTFGLTFASNLQFK*

CDS (coding sequence)
>PhEXPA-06

ATGACAGCAGTTAGAGCTTTCGCCGTCGCGCTGTTCGCACTCGGCTGGGCGCTGG
CCGTGGCCGCGGACAACGTCACGACCAGCTCGTCGTCGTCTCLCGGLGLLCGGLGLC
GCCTCCGGCCGTGTGGCAGCGGGGGCACGCGACGTTCTACGGCGGAGCAGATGC
CTCCGGGACCATGGGCGGCGCGTGCGGGTACGGCAACCTGTACTCGCAGGGCTA
CGGGTCGCGCACGGCGGCGCTGAGCACGGTGCTCTTCCAAGACGGTGCTTCCTGC
GGGCAGTGCTACAAGATCGCGTGCGACCGCAAGACGGACCCGACGTGGTGLCGG
CCCGGCGTGACGGTCACCGTCACTGCCACCAACTTCTGCCCGCCCAACTGGGAGC
TCCCCGACGGCGGGTGGTGCAACACGGCGCGGCCCCACTTCGACATGGCGCAGC
CAGCGTGGGAGAAGATCGGCGCCGACACCCGCGCCGGCATCATCCCCGTCATCTA
CCAGAGGGTCCCGTGCGCGAGGAGGGGCGGGGTGAGGTTCACCATCAACGGGCA
CGACTACTTCAACCTGGTGCTCGTGACCAACGTCGCCGCGGCTGGCTCCATCAAG
TCCATGGACGTCAGGAGCTCCGACTCGGCCGACTGGCAGCCGATGGCGCGGAAC
TGGGGCGCCAACTGGCACTCCCTGGCGTACCTCAGCGGGAAGAGGCTCTCGTTCA
GGGTGACCACCACGGATGGCCAAACCCTCGAGTTCACGAACGTAGTGCCGCCTG
GATGGACGTTCGGCCTCACATTCGCAAGCAACTTGCAGTTCAAATAA

Nucleotide
>PhEXPA-06

ACACCACTCGAGCTGAGCTCATCTCCTAGCTCACAGCCTCTTCCGAGCTACCAGT
GCTTAGCCCAGAAGCAGCAGCAAGCAAGAAGCTTGCGGCAGTAGCGATGGCGAA
GTCCTACACCTTACTGTTCGGCGCGCTGGTCGTGCTCGGGCTTCTAGTGAGCCCCA
TTGCTTGCACCCGCAAGCTCGCCAAGCCAAACAGGCACAGGCGGCCGGCGCACA
GGCCGGCAGTGAGGGCCCGCAGCAACCACACCGCTACCCCCTCGGCCTCCTACGC



CTACGGCTCCGGCGGCTGGCTGTCCGCCGGCGCGACGTACTACGGCGCGCCCAAC
GGCGACGGCAGCGACGGTTAGTGCGGTTCCTTATTCTATTGTCTGTCGGTTAGCAT
TACACGTCGCTTTTGGCATGGAGCGGGGCGAATTTGTATATGCAGGCGGCGCGTG
CGGCTACCAGACTGCCGTCGGCCAGCGGCCGTTCTCGTCGATGATCGCCGCCGGG
AGCCCGTCTCTGTTCAAGGGAGGCAAGGGATGCGGCGCCTGCTACGAGGTCAGC
ATTGCACACAGTCTAAAATCTAAACTACATTCATGGTGCAAAGTGGTCGGCGCTG
GTGCTAACTGAATGCGTTCATGTGCCGCGCGTAATGCAGGTTAAATGCGACAGCA
ACCCGGCGTGCTCCGGGCAGCCGGCGACCGTGGTCATCACCGACGAGTGCCCCGC
CGGGGTCTGCCTCGCTGAGGCGGCCCACTTCGACATGAGCGGCACCTCCATGGGC
GCCATGGCGAAGCCCGGCATGGCCGACAGGCTCCGCGCCGCCGGAATCCTCAAG
GTCCAGTACAAGAGGTACGTGCGTGCCTGCTGCTACCTACAGTATTTAGAAGTTC
AGAATTCCATCTCAGAACGGAGTTCACATATAGTTACCGCTCTCGTGCGTGGAAG
GGTGCCGTGCAAGTACAGCGGCGTGAACATCGCCTTCCAGGTGGACCAGGGCTCC
AACCCGTTCTACTTCGAGGTGCTGGTCGAGTTCGAGGACGGCGACGGCGACCTCA
GCGCCGTCCACCTGATGGAGGCTGGCTGCAGCACCTGGACGCCGATGGTGCAGA
ACTGGGGCGCGCTGTGGCGCTACAACTCCAACACCGGCAAGGCGCTGAGGGLGC
CATTCTCGATCCGGCTTACCTCCGACTCCGGCAAGGTCCTCGTCGCCAACAACGT
CATCCCCGCCAGCTGGAAGGCCGGAGCCACGTACCGCTCCTTGGTGAACTACTCT
TAAATGACTGCTCCCAGATCAAGTGGTGTGGACGGGACTGCGTATCGGGGTGTTT
GCGAGAGGCGGTGTCAGTCTGTCAGAAGAGAAGCAGGTTAAAGAATCCTGCTGT
TCGATTCTTTCCCTCCCTCCACGGTCTCTGCGGCCCCCGGTGATGCGCGTTGCCGT
GTACTAGTCGTTGTGTCTATTTTTCTGTACGTGTTTTTTTTCTTTTTTCTTCCTCTCA
GTTGTGATGTCGAGGAGAGAAGCAAGCTTGAGCTGCGACTAATGTTGCATGCTGG
TGTGTCGGCTATGAAATTGTGTGTGTGTTTTTTTGCCACGCAATCCTTTCGGAGAA
ATGAATCACTGCTATTTCG




