IDENTIFICATION

Species: Kalanchoe laxiflora
Locus: Kalax.0007s0076

Gene Model: Kalax.0007s0076.1.p
Description: KIEXPA-06

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_ 1
KEGG:-
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Query seq.
Superfanilies PLNO0OS0O

. Name Accession Description Interval E-value
[+] PLNO00S0 super family ci3153 expansin A: Provisional 59-283 1.28e-119
SEQUENCES

Peptide

>KIEXPA-06

MLLYFLSANQNPHLLLSVEPPRCNCNCNGTLHAPTLLPHYYAASLRLCERSHPRRVR
EWQSAHATFYGGSDASDIMGGACGYGNLYSQGYGVNTAALSTALFNNGLSCGACFE
MKCTDDPRWCHPGSPSIFITATNFCPPNFAQPSDDGGWCNPPRPHFNLAMPMLLKIAE
YRAGIVPVTYRRVPCRKAGGIRFSINGFKYFNLVLVTNVFSARDIVRVSIKGARTNWL
SMSKNWGQNWQSNVVLVGQALSFRVTGSDRRTSTSWNAAPASWQFGQTFTGKNFR
V*

CDS (coding sequence)
>KIEXPA-06

ATGCTGCTCTACTTCCTCTCAGCAAACCAAAACCCTCATTTACTACTATCAGTTGA
GCCTCCCCGCTGTAACTGCAACTGCAATGGCACTCTCCACGCTCCTACTCTGCTTC
CTCACTACTACGCTGCTTCTCTCCGCCTCTGTGAACGCTCGCATCCCCGGCGTGTT
CGTGAATGGCAGAGCGCGCATGCCACCTTCTATGGCGGCAGCGACGCATCCGAC
ATAATGGGCGGAGCTTGCGGTTACGGGAACTTGTACAGCCAAGGGTACGGCGTG
AACACGGCTGCTCTGAGCACTGCTCTGTTCAACAACGGGCTCAGTTGCGGTGCTT
GTTTTGAGATGAAATGCACTGACGACCCCAGATGGTGCCACCCCGGTAGCCCCTC
CATCTTCATCACTGCCACCAACTTTTGTCCCCCCAACTTCGCGCAGCCAAGCGACG
ACGGCGGATGGTGCAACCCTCCTCGCCCCCATTTCAACCTCGCCATGCCCATGCT
CCTTAAAATCGCCGAGTATCGTGCTGGCATTGTCCCCGTCACTTACCGACGAGTA
CCCTGTCGGAAAGCTGGAGGGATCCGCTTCAGCATCAACGGATTCAAGTATTTCA
ACCTGGTCCTCGTGACCAATGTCTTCAGCGCCAGAGATATCGTCCGCGTGAGCAT
CAAGGGTGCCAGGACCAACTGGTTAAGCATGAGCAAAAACTGGGGGCAAAACTG
GCAGTCCAACGTCGTTCTGGTCGGCCAAGCTCTCTCCTTCCGCGTCACCGGCAGT
GACCGTCGCACATCCACCTCCTGGAACGCCGCACCCGCCAGCTGGCAGTTCGGCC
AGACATTCACCGGCAAGAATTTCAGGGTCTGA

Nucleotide
>KIEXPA-06

ATGGTACGTGCGATTTTAAGGTTCATATTTGGCTACTGGGAGTTTTGGGTGCGGAT
TCCTACAAATTGACTGTGATGTGATGCATCATATTCATCTTAAAAAATTGTTTATC
ACTAATTAAACAAATTGAATTACCATCATTCTATCGTCTGACTAATGTGATAGCCC



CATTAAAGGTTCTGGTTCACAATCAAAGAGTTACTATCTACACACAATTCGATTT
GAAGTTCATTATTTTGCCTCTGAAAATCAAACTTTGAATCAAGTAGTGTTTTATTT
TTTGCGAGTTGATATCAAGAAGTAACCATTTTATGAAAGTTTGGAAGTTGGAAAG
ATAAAAGAGATGGTTATGCATTCAATTGTATGTCTATGTATAAATAAATATGTAA
CGTGTAATAAAGTTTGGCCCGTCCTCCCATTGTGGGCTACTGGCAATCCGACAAG
TTGTTTACTGCCAATGAATCTGGGTTTAGGTCGAAATGACTCAATACTTGTTTTGT
TGTGTATTTATTGTTTAAAATATGAATCCGCTCCATCCTGAGGCTAACATGCATTC
GCCGTGTGGACCTCTAAATTCAATACCATTTACATATTTGTCGATCAAGAAAATA
AATACACTACTAAACTCAAATTCTCTGGTCTCCTTGTGTACTCCCTCCGTCCTCTA
ATACATGTCATTTAAGATTAATTTGAATAGATTAAGGTGAAGTTAATGCTAGCGG
TTGAACAAATTTAATGAATGGATGGTTGGTGTTTTTTTTGAAAAAGTTCATGAAA
AAAATAAAATTGGTAGATGATTACTGGTGATGAGTGCTTTTTTTATTGATTGTGAT
AAAAAAGTAATTAATATTTAATGTTTTAAGATAGTAGTTGATATTAAATATAAAT
ACGCTATTAGTAATAATAAAGTACGTAATTTCGAAGCAAATGGAAAAAAAATAA
AAAATAAATTGTGACACAATACCCCTGAATTATAGGGAACGGGAGATGACGATG
GTCCTGCTTTGATTTAAAGTAGCTGCTCTACTTCCTCTCAGCAAACCAAAACCCTC
ATTTACTACTATCAGTTGAGCCTCCCCGCTGTAACTGCAACTGCAATGGCACTCTC
CACGCTCCTACTCTGCTTCCTCACTACTACGCTGCTTCTCTCCGCCTCTGTGAACG
CTCGCATCCCCGGCGTGTTCGTGAATGGCAGAGCGCGCATGCCACCTTCTATGGC
GGCAGCGACGCATCCGACATAATGGGTAACCACCTCAACTCAAATCGACAACAG
ATTCCTCTCCACTGCCGGCTAACGATTGTTTTTCAGGCGGAGCTTGCGGTTACGGG
AACTTGTACAGCCAAGGGTACGGCGTGAACACGGCTGCTCTGAGCACTGCTCTGT
TCAACAACGGGCTCAGTTGCGGTGCTTGTTTTGAGATGAAATGCACTGACGACCC
CAGATGGTGCCACCCCGGTAGCCCCTCCATCTTCATCACTGCCACCAACTTTTGTC
CCCCCAACTTCGCGCAGCCAAGCGACGACGGCGGATGGTGCAACCCTCCTCGCCC
CCATTTCAACCTCGCCATGCCCATGCTCCTTAAAATCGCCGAGTATCGTGCTGGCA
TTGTCCCCGTCACTTACCGACGGTACGCCCATACCCAAGTTCAAAAACTTTTTACC
GACAGCCATCCACCTTCAAAGTCATGCCATTTTGTGTAATAAACCTCCACCGCGG
ATGGGATCTGGTTTCCTCTTTGTGACACTAGCTAGCTAGCTAGCTCTGGATCGAGT
AGGAGTAGAGAGTTATTGTGTAGTTGTAGTTCCCAGCTTTACTTAATACTTAATTA
CTAGTTAGTATAGGTTAGGACTTAGGAGAAGATATTAAGTATAAAATAAACCTAG
CAGGAATCTCACACTTATTCAAAATTGACAGAGTACCCTGTCGGAAAGCTGGAGG
GATCCGCTTCAGCATCAACGGATTCAAGTATTTCAACCTGGTCCTCGTGACCAAT
GTCTTCAGCGCCAGAGATATCGTCCGCGTGAGCATCAAGGGTGCCAGGACCAACT
GGTTAAGCATGAGCAAAAACTGGGGGCAAAACTGGCAGTCCAACGTCGTTCTGG
TCGGCCAAGCTCTCTCCTTCCGCGTCACCGGCAGTGACCGTCGCACATCCACCTCC
TGGAACGCCGCACCCGCCAGCTGGCAGTTCGGCCAGACATTCACCGGCAAGAATT
TCAGGGTCTGA






