IDENTIFICATION

Species: Oryza brachyantha
Locus: XP_006662550

Gene Model: XP_006662550.1
Description: ObEXPA-29
Family: Alpha Expansin

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/10862?genome assembly 1d=1593936
KEGG: https://www.genome.jp/entry/T02995

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/organism/1941498
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Query seq,
Superfanilies PLN00133

SEQUENCES
Peptide
>ObEXPA-29

MAASSTATAILAALVVCLTGAVTTVDAGFAAMQWTPAHATFYGDETASETMGGAC
GYGNLYASGYGTDTAALSTTLFRDGYGCGTCYQMRCAGTAACYRGSPVITVTATNL
CPPNWALDSNAGGWGNPPRAHFDLSKPAFMKMADWHAGIVPVMYRRVPCVRSGG
LRFALQGNAYWLLAYVMNVAGAGDVGDMWVKGGGAGGWVRMSHNWGASYQAF
AQLGGQALSFKVTSYTTGQTVLAAGVTPPSWCLGLTYQANVNFS

CDS (coding sequence)
>0bEXPA-29

ATGGCGGCTTCGTCGACGGCGACGGCCATCCTGGCGGCTCTTGTTGTCTGTCTCAC
CGGCGCTGTGACCACCGTGGACGCCGGGTTCGCGGCGATGCAGTGGACGCCTGCC
CACGCGACGTTCTACGGCGACGAGACGGCGTCGGAGACGATGGGCGGLCGLCGTGL
GGGTACGGCAACCTGTACGCGAGCGGGTACGGGACGGACACGGCGGCGCTGAGC
ACGACGCTGTTCCGGGACGGGTACGGGTGCGGGACGTGCTACCAGATGCGGTGC
GCGGGGACGGCGGCGTGCTACAGGGGTTCGCCGGTGATCACCGTGACGGCGACC
AACCTGTGCCCGCCCAACTGGGCGCTCGACTCCAACGCAGGCGGGTGGGGCAAC
CCGCCGCGGGCCCACTTCGACCTCTCCAAGCCGGCCTTCATGAAGATGGCCGACT
GGCACGCCGGCATCGTGCCCGTCATGTACCGGAGGGTGCCCTGCGTCAGGAGCG
GCGGCCTGCGGTTCGCGCTGCAGGGGAACGCGTACTGGCTGCTGGCGTACGTCAT
GAACGTCGCCGGCGCCGGGGACGTCGGGGACATGTGGGTGAAGGGLCGGLGGLGL
CGGCGGGTGGGTGCGGATGAGCCACAACTGGGGCGCCTCGTACCAGGLCGTTCGC
GCAGCTCGGCGGCCAGGCGCTCAGCTTCAAGGTCACCTCCTACACCACCGGCCAG
ACCGTCCTCGCCGCCGGCGTCACGCCGCCGAGCTGGTGCCTCGGGCTCACGTACC
AGGCCAACGTCAACTTCTCCTAG

Nucleotide
>0ObEXPA-29

AATATGTTCACACCTTTTTCAAACTAAATAAAATAAGCTTGTGACCTTATCAGCTG
GCATGTTCATTATATTATACTCCTCAATTATATCACATTCTCCACAATCTTCTCAA
AAGGAGGAAGAACACAAATCGGGATCACAAGACAAATTCCGGCACCCAATCTGC
CGTACCGGCAAAAGAAAAATGGATAGAAAAACAAAGTACAGCTCGGTTTCTTGC
CGGCACGTATGTGATAAACCCTCGTACGAATCTCCACAGACTCGAGGGTGTGCAG



GCACGTCGTCCGGCGAAGTTGTGCGCGGTGTTGTTCTCCAAACTAATCATCACTCT
GATTTGATTGATGGTTGGTTGGTTAGTTGGTTGATTGATCCAGTGCTTGCTCGATC
ACTATAAATTCCAGTGGCCGGCATGCGTTGTTCATCAGAGCTCATCAGCGGATCA
GCCTAGCTAGTGCAGTGCAGAACAGCTCGAGGAGATTGATTCGATCAAGAACGG
TGCAATGGCGGCTTCGTCGACGGCGACGGCCATCCTGGCGGCTCTTGTTGTCTGT
CTCACCGGCGCTGTGACCACCGTGGACGCCGGGTTCGCGGCGATGCAGTGGACGC
CTGCCCACGCGACGTTCTACGGCGACGAGACGGCGTCGGAGACGATGGGTAGGT
TCACCGGCGAGGCGGCAACCGCAGCTGGTGGTAACGACGCTCGTGGATCTCGGTT
GCTTACGAGGTGTGTGTGCGCGGATGTGCAGGCGGCGCGTGCGGGTACGGCAAC
CTGTACGCGAGCGGGTACGGGACGGACACGGCGGCGCTGAGCACGACGCTGTTC
CGGGACGGGTACGGGTGCGGGACGTGCTACCAGATGCGGTGCGCGGGGACGGCG
GCGTGCTACAGGGGTTCGCCGGTGATCACCGTGACGGCGACCAACCTGTGCCCGC
CCAACTGGGCGCTCGACTCCAACGCAGGCGGGTGGGGCAACCLCGLLGLGGGLCC
ACTTCGACCTCTCCAAGCCGGCCTTCATGAAGATGGCCGACTGGCACGCCGGCAT
CGTGCCCGTCATGTACCGGAGGGTGCCCTGCGTCAGGAGCGGCGGCCTGCGGTTC
GCGCTGCAGGGGAACGCGTACTGGCTGCTGGCGTACGTCATGAACGTCGCCGGC
GCCGGGGACGTCGGGGACATGTGGGTGAAGGGCGGLCGGLCGLCCGGCGGGETGGGETG
CGGATGAGCCACAACTGGGGCGCCTCGTACCAGGCGTTCGCGCAGCTCGGLGGL
CAGGCGCTCAGCTTCAAGGTCACCTCCTACACCACCGGCCAGACCGTCCTCGCCG
CCGGCGTCACGCCGCCGAGCTGGTGCCTCGGGCTCACGTACCAGGCCAACGTCAA
CTTCTCCTAGGTCAGGTGGATGGTGCAGCCGCCAGCAGCAAGTAGCAAGAGCTCT
CCAACACCACTGAGAATGCTTTGCTCTGCTGCTCTCTTCTACTGCTCGTCTTCTTCC
TGTCGCTGTATCGTTTGCTAGGACATCATGCTCGTTGCCCCCATCCACAAGTTCAT
GTGGAACAGCGGGTTTGACGACAGCATTGATGATGTAGCATTACAAACTACATTG
TGATGCAAACAAGGCAAAAAAAATTTGTTGCCGAGTTTATTGTTCTGGACACATC
AAAGGCCACCTAATCACAAAGATGTAGCAAGGCTAGCCATATAGAGCAAAAAAT
GGCATGTGCCAACTTCCAGTATCATAGGTATAATCAAGAAAAACTTCACTATATT
TCTTGCAAAAACATGGTAGGCACAAATAATGGCAAGATTGGATACACTATCACA
GCTTCTAGCATCCGGTATAATCAAGAAAAACTTCAGTAATCGGCAGGCACATATA
TTGGCAGGATTTGA





