IDENTIFICATION

Species: Kalanchoe laxiflora
Locus: Kalax.0520s0010

Gene Model: Kalax.0520s0010.1.p
Description: KIEXPA-43

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_ 1
KEGG:-
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Query seq.
Superfanilies PLNOOOS0

+ Name Accession Description Interval E-value
[+] PLN00050 super family cI31535 expansin A; Provisional 1-242 6.58e-133
SEQUENCES

Peptide

>KIEXPA-43

MGFAGFFLVWFLSLGALVSGYGEGWSDAHATFYGGGDASGTMGGACGYGNLYSQ
GYGTDTAALSTALFNNGLSCGACFELKCMNDNQWCRPGSIVVTATNFCPPNSLGGW
CDPPRQHFDLSQPVFLQIAAYKAGVVPVAYRRVPCRKKGGIRFTVNGHRYFNLVLIT
NVGGAGDVQSVSVKGSRTDWQPMSRNWGQNWQSNSDLNGQSLSFKVTTSDGRTVT
CNNVASNGWQFGQTFSGLQFP*

CDS (coding sequence)
>KIEXPA-43

ATGGGGTTTGCTGGGTTCTTCTTGGTGTGGTTTCTCAGCCTGGGTGCGTTGGTGAG
TGGGTACGGCGAGGGCTGGAGCGATGCTCATGCTACATTCTACGGAGGCGGTGAT
GCTTCTGGCACAATGGGCGGCGCCTGTGGGTATGGCAATCTGTACAGCCAAGGCT
ACGGGACTGACACTGCGGCTTTGAGCACTGCTCTTTTCAACAATGGATTGAGCTG
TGGTGCATGTTTTGAGCTCAAATGCATGAATGACAACCAATGGTGCCGCCCTGGT
TCTATTGTGGTCACTGCCACTAACTTCTGCCCGCCCAACAGTCTTGGAGGCTGGTG
TGATCCTCCTCGCCAGCACTTTGATCTTTCCCAGCCAGTGTTTTTACAAATAGCTG
CCTACAAAGCCGGTGTTGTCCCGGTGGCGTACAGGAGGGTTCCCTGCCGCAAGAA
AGGAGGTATCAGATTCACAGTCAACGGCCACCGGTACTTCAACCTGGTGCTGATA
ACCAACGTTGGCGGCGCAGGGGACGTGCAGTCAGTTTCAGTCAAAGGATCAAGA
ACCGACTGGCAGCCCATGTCAAGAAACTGGGGCCAGAACTGGCAAAGCAACTCA
GATCTCAATGGCCAGAGCCTCTCCTTCAAGGTGACCACCAGTGACGGCCGCACCG
TCACCTGCAACAATGTCGCTTCTAATGGCTGGCAATTCGGCCAAACCTTTTCAGG
ACTTCAATTTCCATGA

Nucleotide
>SKIEXPA-43

CAATTTTCTTTCTCTCATATTTTTTTTTCCTCTCTTTTTCCCTTAACCAAACACAGTC
TAATTGAATCCTCAAAACAACAAATTTCGTCACGATTTATTCTGTAACATGAAATT
TAGATTTTCCTTCAAATTGCGATGAGCGTTGCGACGAACAGTTTTTAGGCAGGGC
AACAATGTCGTTGCTAAAAATGTGTGACGACGTCAGCATCCCCGAGCGTAACGAA
AAAAACATGTTCACCGAGTCATCGCAGCCTGGAATCACTCGCGGCAGCAAGCAA
CAGACTAGCAACTTTGTCCGCGCGCCCACGTGTCCCCCCTCGACCATAAACCTCC



GAACGATTTCAATTTCCGAAGACAAGAACAACAACAACGACTCCCGATGACACTT
GGCGTTGTGATCTCACTACCCATTAAGCCTCCGTCTCTGTTGTTTTGCTGTGTGCT
GCGTGTGCTCGATGTTGCTGGCTGCTTCTATATATTCACCCCCTCAGTCCCATTCA
TTTCCCATCAATGCTCGCTTCTTCTACTTGCCTGATTAGCTTCGGTATGTGGGTTTT
TTCTGAAGCTCAACTGTTCGATGAAATGCCTCAATGAGTGTGTCAAAATGATGAC
ATTTTGTTGTGCAGGAAAAAAATGGGGTTTGCTGGGTTCTTCTTGGTGTGGTTTCT
CAGCCTGGGTGCGTTGGTGAGTGGGTACGGCGAGGGCTGGAGCGATGCTCATGCT
ACATTCTACGGAGGCGGTGATGCTTCTGGCACAATGGGTGTGTCCTCAATCTTTC
ACTGCTCAGCTCAGTATTGATAGTAGTCTGCTGTTACGTTACGGATCGACTTTGAT
ACATGCCCGAGTGGCTATATGTTGAAAGTCTTGTTCTTTTGAATTTTGAGCTCAGG
CGGCGCCTGTGGGTATGGCAATCTGTACAGCCAAGGCTACGGGACTGACACTGCG
GCTTTGAGCACTGCTCTTTTCAACAATGGATTGAGCTGTGGTGCATGTTTTGAGCT
CAAATGCATGAATGACAACCAATGGTGCCGCCCTGGTTCTATTGTGGTCACTGCC
ACTAACTTCTGCCCGCCCAACAGTCTTGGAGGCTGGTGTGATCCTCCTCGCCAGC
ACTTTGATCTTTCCCAGCCAGTGTTTTTACAAATAGCTGCCTACAAAGCCGGTGTT
GTCCCGGTGGCGTACAGGAGGTAACTAACAAATACAGGGAAGCCGCAGCACCAT
CTTGTGTAGCTTCATCTAGCCATGCATTGAAACTTATGATGATCTTTGTGTAGGGT
TCCCTGCCGCAAGAAAGGAGGTATCAGATTCACAGTCAACGGCCACCGGTACTTC
AACCTGGTGCTGATAACCAACGTTGGCGGCGCAGGGGACGTGCAGTCAGTTTCAG
TCAAAGGATCAAGAACCGACTGGCAGCCCATGTCAAGAAACTGGGGCCAGAACT
GGCAAAGCAACTCAGATCTCAATGGCCAGAGCCTCTCCTTCAAGGTGACCACCAG
TGACGGCCGCACCGTCACCTGCAACAATGTCGCTTCTAATGGCTGGCAATTCGGC
CAAACCTTTTCAGGACTTCAATTTCCATGAACCACCTCCTCCACCATCCACCCATC
CATCTAGTTAACATAAATGATAAATCTTTTAGTCTTGGGTCAGTCAGTTCAGAGG
ATTTGGGTCCCAGAAAATGGTCGAGGGGGCTCCATCTTTTTTGATATGTCCCCCAT
CATTTCCTGATGCATTTTTCTTGGTGGGTTCTGGTCTGCCCTGCCCTTGCCTGTTGG
TAATGGTAATGGACACCAGCATCTACTAGACATGTGAAGTGCGTCACTTATGTTG
TCTCTCTATGACTCCGAGCTACTTATCATGCCTTGTTAGTCTTCCATTTGTGTGTTT
TCAGAGGGCGATGGTACCTTAATTGAAATTGTCATCATCAGATTCTGATTAAGAT
ATGAATCGAAATGTTATTAGAATTATGACCTGTGGTGTGCTCCATCTTATGGGCC
GTATTGCTGAGAGTTGCTTGTCATATATTCTTCATGATGTTGCTCAAATCCTTTCTT
CGTATGCTCATCTCGTGGTACATGAGTTTTTGACAGTGTTTACGGACCCAGACTC






