
IDENTIFICATION 

Species: Sphagnum fallax 

Locus: Sphfalx0021s0071 

Gene Model: Sphfalx0021s0071.1.p 

Description: SfEXPA-13 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5  

KEGG:- 

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SfEXPA-13 

MARFISIVCSSLVAALVLLQQLANAQLDTGPWQQAHATFYGGSDAAGTMGGACGY

GNLYGAGYGTNTAALSTVLFNNGERCGACFQIQCYGSRWCLPGYRSVTVTATNFCP

PNPWEASDNGGWCNVPRPHFDMAVPAFLQLAEYVGGIVPVNYRRVPCVKSGGIRFT

VNGNPWFDLVLVTNVAGAGDVTAVSIRGGYGPWIRMSRNWGQNWQSNANLVGKS

LSFIVTTSDGRQVVSTNAALSNWYFGQTFEGSQFST* 

CDS (coding sequence) 

>SfEXPA-13 

ATGGCGCGATTCATCTCGATAGTTTGCAGTTCGCTTGTAGCAGCATTGGTCTTGTT

ACAGCAGCTCGCGAATGCACAACTAGACACAGGCCCCTGGCAGCAAGCGCACGC

TACATTCTACGGCGGTAGCGACGCTGCTGGAACAATGGGTGGTGCATGTGGATAT

GGCAATCTGTATGGTGCAGGATATGGTACCAACACAGCAGCTTTGAGCACAGTCC

TTTTCAACAACGGAGAGAGGTGCGGAGCCTGCTTCCAGATCCAATGCTACGGGAG

CAGATGGTGCTTGCCTGGTTATCGTAGCGTCACAGTAACTGCAACTAATTTTTGCC

CACCCAATCCTTGGGAAGCCAGCGACAACGGAGGATGGTGCAACGTCCCCAGGC

CGCACTTCGATATGGCCGTGCCTGCGTTCCTTCAGCTTGCGGAATACGTCGGCGG

CATTGTACCTGTCAACTACAGAAGGGTCCCATGCGTGAAGAGCGGAGGGATTCGC

TTCACCGTCAACGGGAATCCATGGTTCGATTTGGTCTTGGTGACCAACGTTGCCG

GCGCTGGAGATGTGACGGCAGTGTCTATCAGAGGAGGCTATGGACCTTGGATTCG

GATGAGCCGCAATTGGGGCCAGAACTGGCAATCCAATGCCAACTTGGTAGGCAA

GAGCTTGTCCTTCATTGTCACCACCAGCGATGGCAGACAAGTCGTGTCTACAAAC

GCCGCTCTATCCAACTGGTATTTCGGTCAAACATTCGAAGGCTCTCAGTTCTCAAC

TTAG 

Nucleotide 

>SfEXPA-13 

GCAGCAGCAGCGGCATTCAACAGCTCTTGTAGCATCAGACCACAGCTCAAGTTCT

TATCAGCAGTAGATTCTGCTAGCAGGCAACTGGTACATTAAGATGCTGCTGTGAT

AAGAGTTTGAACTTTGAAGTCTTCTAATATTCATCATCTCCAAGGCCGTGTCGACT

TAGGTTTTTGCAGAATCAACGTACCCCGCTGTAAGCCACTTCTCTTCTGAACTTTT

GATCTATATCAGAAGGTGGTAGTGATCACTTCAGATAGAAATGTTTTGTTTTGGC



ATATTCAACGTATAGTGAACCCCCATGATTCAAGCTGAATACATCTGCGAATCAC

CATTGCTGCATTGTGAGATCATGTCATGGGTATGCCAGAAGCAGCTAATAATAAA

TGGTTACTATTTAGGATCTGATCAACTTTTGTTATAATGTCAGTTTTGCGAGATCG

TGAAGTGAATTCTAGTAGGCGATCATTGTAATTTGGACTTTCTTCTGATGTGCAGA

AAATCGATCATGGCGCGATTCATCTCGATAGTTTGCAGTTCGCTTGTAGCAGCATT

GGTCTTGTTACAGCAGCTCGCGAATGCACAACTAGACACAGGCCCCTGGCAGCAA

GCGCACGCTACATTCTACGGCGGTAGCGACGCTGCTGGAACAATGGGTATGCTTA

AGATTATACTGGTGATGTCTGCAAGCTTGTCATGCATGCAATCCAGGTCTGCACT

GCATTCAGGCAACTGTATAATGACCAGCAGTGTGGTCATTGGAATCTAGATTGGT

CTTGTGTAGTGATCGGGAGGATGCTGAATGGATCCCATGATGTGGATTTTGTCTG

GCAGGTGGTGCATGTGGATATGGCAATCTGTATGGTGCAGGATATGGTACCAACA

CAGCAGCTTTGAGCACAGTCCTTTTCAACAACGGAGAGAGGTGCGGAGCCTGCTT

CCAGATCCAATGCTACGGGAGCAGATGGTGCTTGCCTGGTTATCGTAGCGTCACA

GTAACTGCAACTAATTTTTGCCCACCCAATCCTTGGGAAGCCAGCGACAACGGAG

GATGGTGCAACGTCCCCAGGCCGCACTTCGATATGGCCGTGCCTGCGTTCCTTCA

GCTTGCGGAATACGTCGGCGGCATTGTACCTGTCAACTACAGAAGGTGGGAAGG

AATTCTTCTCAGTACACTGGGTGCCCATGACCCAACTTTGTTGTTGTAGACTGTAG

CATACAATCGACAACGAGAAGGTTTGGGGACCGTCAGGAATTAGTGTGTCTCTGA

TTGTGAAGATGCTAGAAATGTTTTGCAGGGTCCCATGCGTGAAGAGCGGAGGGAT

TCGCTTCACCGTCAACGGGAATCCATGGTTCGATTTGGTCTTGGTGACCAACGTTG

CCGGCGCTGGAGATGTGACGGCAGTGTCTATCAGAGGAGGCTATGGACCTTGGAT

TCGGATGAGCCGCAATTGGGGCCAGAACTGGCAATCCAATGCCAACTTGGTAGG

CAAGAGCTTGTCCTTCATTGTCACCACCAGCGATGGCAGACAAGTCGTGTCTACA

AACGCCGCTCTATCCAACTGGTATTTCGGTCAAACATTCGAAGGCTCTCAGTTCTC

AACTTAGCTCAGATCAGCTCAACTCAACGAATGGCGCCGGCGATTAAATATGCAG

ACGACAAGCAAACCATATTTACCTGAATGCTGAAACTGCAGATTCAGCTAAAGTC

TGAATCTTTCTGCAATGCAAAACTGCAGATCTAAGCTTACTACCCCATGATATTTA

TTACATCCTGCATCGAATATTGTAAAATCGACCCAATGGATCCAATCCTGGTCTTA

TACAGCTCATCTTATTCATGATCTCTCATACTCAAAAAAATGAAACAAATTGTTA

GCAAGTTTAGCTTATATTATTCAAGACTTCAGGGATGCTGAGGCTTGCAGAATGT

AAGCCCGCATCATGAATGAGCCAAAAAAAGAAATTGCGTACACAGTAGAAAATA

CATCTAGTAGAATTCACAGTTCAGGCTGATGTCTCTCAACTGGTTTCATCAAGTGG

GTCCTCTCAGCTTTTGCTGGATCTTATATAACCAGCTCACACCAGTAAGAAGGTTA

TTGAGAAATTTCATGGCCGAATCAAAAAGAATAAACAAAATCAACTATGTTAGTT

ATATCTGCTCTTGGCTCCCTGGGGTTGTAAGTTGCTGGATCTAATTTACCTGGCAG

TATGAATAATTTTGAGAAACTCCACAGCTAGCTGGGGGTTTGATCAAAGAATAAA

GAAGTATGGCTACCAAAACCCTTTGTTTTTTTGGTCAAGTGGTGAG 


