IDENTIFICATION

Species: Sorghum bicolor Rio
Locus: SbRi0.10G150200

Gene Model: SbRi0.10G150200.1.p
Description: SbrEXPB-37

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
KEGG:-

EXTERNAL RESOURCES
https://www.sorghumbase.org/post/sorghum-bicolor-rio



https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
https://www.sorghumbase.org/post/sorghum-bicolor-rio
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List of domain hits o

Name Accession Description Interval  E-value

[+ DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansing 30152 2.62e-76

[+] PLND0193 super family ci33423 expansin- A; Provisional | 9-256 3.04e-31

>ShrEXPB-37

MGSKQQIGVVVVLSCFIAISALAFRPCAAWSDAGATWYGPANGAGSDGGACGYQG
AVHQPPFSSMITAGSNSIYQDGKGCGTCYQVKCTGHQSCSGSPVTVVLTDQCPGACQ
SEPVHFDLSGTAFGAMAKPGQADQLRNVGRLPVQYTRVPCNWNGVDVAFRVDAGS
NANYLAMAIEYEAGDGDLRAVELQNGAAAWAPMERSWGAVWRYQSSGSSLQAAP
LSVRLTSGSGKTLVASGVIPAGWQPGNTYRSVVNFGGN*

CDS (coding sequence)
>ShrEXPB-37

ATGGGTTCCAAGCAGCAGATCGGGGTGGTCGTCGTCTTGTCATGCTTCATTGCCA
TCAGTGCTCTCGCCTTCCGTCCCTGCGCAGCCTGGTCGGATGCCGGCGCCACCTG
GTACGGCCCTGCCAACGGCGCTGGGAGCGATGGTGGTGCGTGTGGGTACCAGGG
TGCCGTCCACCAGCCGCCCTTCTCGTCAATGATCACCGCCGGCAGCAATTCCATCT
ACCAGGACGGCAAGGGCTGCGGCACCTGCTACCAGGTGAAGTGCACCGGACACC
AGTCGTGCTCCGGCAGCCCGGTGACAGTGGTCCTCACTGACCAGTGCCCCGGCGC
GTGCCAGTCCGAGCCCGTCCACTTCGACCTCAGCGGGACGGCGTTCGGTGCCATG
GCGAAACCCGGCCAGGCCGACCAGCTCCGAAACGTCGGCCGCCTCCCAGTCCAG
TACACTCGGGTGCCGTGCAACTGGAACGGCGTGGACGTGGCCTTCAGGGTGGAC
GCCGGCTCGAACGCCAACTACCTGGCCATGGCCATCGAGTACGAGGCCGGGGAC
GGGGACCTGCGCGCCGTGGAGCTGCAGAATGGCGCGGCGGCGTGGGCGCCCATG
GAGCGCTCCTGGGGCGCGGTGTGGCGGTACCAGTCGTCCGGCTCCAGTCTGCAGG
CGGCCCCCCTGTCTGTCCGCCTCACCTCCGGCTCCGGCAAGACCCTCGTCGCCAG
CGGCGTCATCCCCGCCGGATGGCAGCCCGGCAACACCTACCGCTCCGTCGTCAAC
TTCGGAGGAAACTGA

Nucleotide
>ShrEXPB-37

CTATAGTAGCCCTCCTAGCTAGATCATTGGATACATAGCCAGGCCAACAGATCGG
CTTCCGGCATGGGTTCCAAGCAGCAGATCGGGGTGGTCGTCGTCTTGTCATGCTT
CATTGCCATCAGTGCTCTCGCCTTCCGTCCCTGCGCAGCCTGGTCGGATGCCGGCG



CCACCTGGTACGGCCCTGCCAACGGCGCTGGGAGCGATGGTGCGTAAGTTCTCGT
GTGTGTGCATTACCATGCATGCATGTGTATGTACACGTTTTTTCATTGCGAATGCA
GCATATATGCCTTTGATATATACTATGATGACAGACGTCAATGCATGCATGGTTT
AATCTATCTTTGTGTTGGTATATATATACTGTAGGTGGTGCGTGTGGGTACCAGGG
TGCCGTCCACCAGCCGCCCTTCTCGTCAATGATCACCGCCGGCAGCAATTCCATCT
ACCAGGACGGCAAGGGCTGCGGCACCTGCTACCAGGTATTACGTTCATGCATCGT
CTATCGGTTCATGCAGTGCAAGCGTATGCATGGATAATCTAGCTAAGATTACTAG
CTACTAATTGTTGGGTTTGCGCCTTGTTGTACTACACATATACGTACTTCTCCAGG
TGAAGTGCACCGGACACCAGTCGTGCTCCGGCAGCCCGGTGACAGTGGTCCTCAC
TGACCAGTGCCCCGGCGCGTGCCAGTCCGAGCCCGTCCACTTCGACCTCAGCGGG
ACGGCGTTCGGTGCCATGGCGAAACCCGGCCAGGCCGACCAGCTCCGAAACGTC
GGCCGCCTCCCAGTCCAGTACACTCGGTAAGTGATAGTACTATATGCCTCTCACT
GCTAGCTAGCTTGCCTTGCACCGTCGTCGTCCGTCCGTCGTCATCGCAGCCGATGA
CGCACCTGACTTGGCGCTGTCTGCACTGCAGGGTGCCGTGCAACTGGAACGGCGT
GGACGTGGCCTTCAGGGTGGACGCCGGCTCGAACGCCAACTACCTGGCCATGGCC
ATCGAGTACGAGGCCGGGGACGGGGACCTGCGCGCCGTGGAGCTGCAGAATGGC
GCGGCGGCGTGGGCGCCCATGGAGCGCTCCTGGGGCGCGGTGTGGCGGTACCAG
TCGTCCGGCTCCAGTCTGCAGGCGGCCCCCCTGTCTGTCCGCCTCACCTCCGGCLTC
CGGCAAGACCCTCGTCGCCAGCGGCGTCATCCCCGCCGGATGGCAGCCCGGCAA
CACCTACCGCTCCGTCGTCAACTTCGGAGGAAACTGACGGACGATATTATATATA
TTAATTAATTGTTATACGTACTCATGTTATGTCTCAAATCCAAATAAGATGAAGCA
TGTGGCCTGCATGCTAGATCATATCTGATCTTGTCTCTGTTGATGCTGATCAGCCA
ATGGATAATTGTCGATCGGAAGCTCAACATATATAAATATAATATAATGCAATTA
CTGGAAATAAATTTTACTCCCTGTTCTGTG





