IDENTIFICATION
Species: Arabidopsis thaliana
Locus: AT2G39700

Gene Model: AT2G39700.1
Description: AtEXPA-15
Family: Alpha Expansin

3D structure:

GENOME DATABASES

TAIR: https://www.arabidopsis.org/
KEGG: https://www.genome.jp/entry/T00041
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EXTERNAL RESOURCES
https://www.gabipd.org/database/cgibin/GreenCards.pl.cgi?Mode=Show&QueryKey=197c0e
939ecd1d29302d8a4a92c1bc3&x.Overview=1&Start=1
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DOMAIN ARCHITECTURE
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Superfanilies PLNO0OOS50

Name Accession Description Interval E-value
[+] PLN00050 super family 31535 expansin A; Provisional 28-255 357e-125
SEQUENCES

Peptide

>AtEXPA-15

MAIKLAILFTTFVLFSLADARIPGIYSGGAWQNAHATFYGGSDASGTMGGACGYGNL
YSQGYGTNTAALSTALFNNGMSCGACFELKCANDPQWCHSGSPSILITATNFCPPNL
AQPSDNGGWCNPPREHFDLAMPVFLKIAQYRAGIVPVSYRRVPCRKRGGIRFTINGH
RYFNLVLITNVAGAGDIVRASVKGSRTGWMSLSRNWGQNWQSNAVLVGQALSFRV
TGSDRRTSTSWNMVPSNWQFGQTFVGKNFRV

CDS (coding sequence)
>AtEXPA-15

ATGGCTATTAAACTAGCAATTCTATTTACCACATTTGTTCTTTTTAGCCTCGCCGA
CGCTAGAATCCCCGGTATTTACTCCGGCGGCGCATGGCAAAACGCACACGCCACT
TTTTACGGTGGCAGCGACGCCTCCGGCACAATGGGAGGAGCTTGTGGTTACGGTA
ACCTATACAGCCAAGGGTACGGGACCAACACGGCTGCTTTGAGTACGGCGCTGTT
TAACAATGGTATGAGTTGTGGAGCCTGCTTTGAGCTAAAATGCGCCAACGACCCT
CAATGGTGTCACTCAGGTAGTCCTTCGATCCTCATCACCGCAACCAATTTCTGCCC
ACCAAACTTGGCTCAGCCTAGCGACAACGGAGGATGGTGCAACCCACCACGTGA
ACACTTTGACCTAGCCATGCCTGTCTTCCTTAAGATCGCTCAATATCGCGCCGGCA
TTGTCCCCGTCTCATACCGCAGGGTGCCATGTAGAAAGAGAGGAGGCATAAGGTT
CACAATCAACGGTCACCGTTACTTCAACTTGGTTCTGATCACTAACGTGGCTGGA
GCAGGAGACATCGTGAGGGCTAGTGTGAAAGGATCACGGACTGGTTGGATGAGT
TTGAGCAGAAACTGGGGACAAAACTGGCAATCTAATGCTGTTTTGGTTGGTCAAG
CACTCTCTTTCCGTGTCACAGGCAGTGACCGTAGAACATCTACTTCCTGGAACAT
GGTTCCTTCTAACTGGCAGTTTGGTCAAACCTTTGTCGGGAAGAATTTCAGGGTTT
AA
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Nucleotide

>AtEXPA-15

CCTACCTCCACCTTACGTAGAAATAGTAATCTTATTTTAAAAGTTTTAACTTTGAC
AAAAGGAAATTAAAATTTAGCCAATTATCTCTCGATCTCTCTCTCTCACTCTAACT
TTGGAGTTTCCTTCCCTCCATAAATACCGAACCTCACTCCTTCTTCCTCCACCATC
CTCATCTCTCAATCAACAAACCTAACTCTTTCTCTATACAAGAGCGCAAGCTCGA
AGGCGCTCTTGTTCTTTCTTCATTTTCTCCTTAACAATCACCCTCATAGTAACTTTA
AAACTCTCTGTTTCTAGTAATTCACACACAAAATGGCTATTAAACTAGCAATTCTA
TTTACCACATTTGTTCTTTTTAGCCTCGCCGACGCTAGAATCCCCGGTATTTACTC
CGGCGGCGCATGGCAAAACGCACACGCCACTTTTTACGGTGGCAGCGACGCCTCC
GGCACAATGGGTTAGTCCCATAAAAACAGAGCATAAATATAATTTTTTAGTATAA
AGTTTTCTATTAAAAGTCATTTTTAACAAAATGAGTTTAATTCATTACAGGAGGA
GCTTGTGGTTACGGTAACCTATACAGCCAAGGGTACGGGACCAACACGGCTGCTT
TGAGTACGGCGCTGTTTAACAATGGTATGAGTTGTGGAGCCTGCTTTGAGCTAAA
ATGCGCCAACGACCCTCAATGGTGTCACTCAGGTAGTCCTTCGATCCTCATCACC
GCAACCAATTTCTGCCCACCAAACTTGGCTCAGCCTAGCGACAACGGAGGATGGT
GCAACCCACCACGTGAACACTTTGACCTAGCCATGCCTGTCTTCCTTAAGATCGCT
CAATATCGCGCCGGCATTGTCCCCGTCTCATACCGCAGGTACAAATCTTGTTTATA
TGTCTAGGGTCTTGGCAATATTTAGAAGATAATAAGACCATACTGTAATTAACTT
TAAAAAAATTAGTGGAGGACATTTTGTTCTCTATTTACCTTTTAACTTTACTAAAT
GATACTTTTTAGTTTTCATTAAATATTTAAAATAATAGTTAAAAATTCGTAGTTTA
AGTCCTTGAAAATCAAATTTTGATGATATTTTACTAAATTTTAGTTTATTAGCTGT
TTCTAGTATACAAATTAGTCACTAAATGGACATATAAGTGAGTGACTAAACGAGT
GTGAAATGTTGGTTTTGTTTGTAGGGTGCCATGTAGAAAGAGAGGAGGCATAAGG
TTCACAATCAACGGTCACCGTTACTTCAACTTGGTTCTGATCACTAACGTGGCTGG
AGCAGGAGACATCGTGAGGGCTAGTGTGAAAGGATCACGGACTGGTTGGATGAG
TTTGAGCAGAAACTGGGGACAAAACTGGCAATCTAATGCTGTTTTGGTTGGTCAA
GCACTCTCTTTCCGTGTCACAGGCAGTGACCGTAGAACATCTACTTCCTGGAACA
TGGTTCCTTCTAACTGGCAGTTTGGTCAAACCTTTGTCGGGAAGAATTTCAGGGTT
TAAGGCGAGTTTCGAGAAACTAAAATTTGGAGGAAATTCGAGAAATTAAAGTGG
TTCGAGACAAAAGAAAACTCTCCGCTAATTTCGCTATTCCTCCTCCTTTTTTTTTA
CTAAATTTTATATATGGAAAGGAGAGAAAAATCAGGGGAAAGTATCTTTGACTTT
TGTGTGTGTTTTCACTTTTTTAATGTTTTTTTTTTTGGGTTTGGTGTTTTAATTGTGA
GTGATAAAGGGGGAAATGAGGGAGAAAGAGAAAGTGAGTAGCTGAAGTGGCTG
TGAGAACATTTTGTAACAGCCCGCAGCTATTAAAGTATTTTACATGGTTTGGTTGT
AAGTTACAACTTGTAACGTTTAATCTCGTGTAATCTTAAAACATGGTTGTATTATT
GATACTTAATACTACTAATCTTCTTGTTT




