IDENTIFICATION

Species: Phaseolus vulgaris

Locus: Phvul.008G144100

Gene Model: Phvul.008G144100.1.p
Description: PvEXPB-02

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Pvulgaris_v2_1
KEGG: https://www.genome.jp/entry/gn:T03093

EXTERNAL RESOURCES
https://www.pulsedb.org/organism/636



https://phytozome-next.jgi.doe.gov/info/Pvulgaris_v2_1
https://www.genome.jp/entry/gn:T03093
https://www.pulsedb.org/organism/636
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DOMAIN ARCHITECTURE
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Specific hits | Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-1like superfamily Pollen_allerg_1 superfamily

List of domain hits .
Name Accession Description Interval E-value

[+] DPBB_EXPB_N cd222 N-terminal double-psi beta-barre! fold domain of the beta-expansin subfamily; Beta-expansins 48-170 301e-73
[+] Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P1, Pil and PIll from Lolium perenne. 177-255 6.216-26

SEQUENCES
Peptide
>PVEXPB-02

MALTLQRALFDLLTLVAILSVFLVVPSSCFNPKKLLNASYYSPSGSDWSPAVATWYG
PSNGDGSEGGACGYGNAVGQPPFSSLISAGSPLLYDSGKGCGSCYEVKCTGNSACSG
NPVKVVITDECAGCGSDAQYHFDLSGSSFGAMADSGQDENLRNAGKINIQHRRIECN
YGRSIAFHVDSGSNQEYFAALVEFEDGDGDLAKVELKEAHDDSNSWDSMQQSWGA
VWKLDKGSPLKAPFSIRLTTLESGKTIVASNVIPAEWTPGQTYRSIVNF*

CDS (coding sequence)
>PVEXPB-02

ATGGCTCTTACACTTCAACGTGCTTTATTTGATCTACTTACCCTTGTAGCTATACTC
TCAGTATTCCTAGTAGTCCCTTCCTCTTGTTTCAACCCCAAAAAGCTCCTTAACGC
TTCATATTATTCTCCATCTGGTTCAGATTGGTCACCTGCAGTGGCCACTTGGTATG
GACCTTCTAATGGAGATGGAAGTGAAGGTGGAGCTTGTGGATACGGCAACGCTG
TTGGGCAACCTCCATTCTCTTCATTAATATCTGCAGGAAGCCCTCTGTTATATGAC
TCCGGCAAAGGGTGTGGTTCTTGTTATGAGGTGAAATGCACAGGGAATTCTGCAT
GCTCAGGCAATCCCGTGAAAGTAGTGATCACTGATGAGTGTGCTGGGTGTGGCTC
AGATGCTCAATATCATTTTGATTTGAGTGGCAGTTCTTTTGGAGCAATGGCAGATT
CAGGTCAGGATGAGAATCTACGCAATGCAGGAAAAATAAACATTCAACATAGAA
GAATTGAATGCAACTATGGTAGGTCAATAGCTTTTCACGTGGACTCTGGCTCAAA
CCAAGAATATTTTGCTGCCTTGGTTGAATTTGAGGATGGGGATGGTGACCTTGCC
AAGGTTGAACTCAAGGAAGCACATGATGATTCAAATTCATGGGATTCAATGCAAC
AATCATGGGGTGCAGTTTGGAAACTTGACAAAGGCTCACCACTGAAGGCACCTTT
CTCTATCAGGCTAACCACACTTGAGTCTGGCAAGACCATTGTGGCCAGTAATGTG
ATCCCTGCAGAATGGACTCCTGGTCAGACATATAGATCAATTGTGAATTTTTGA

Nucleotide
>PVEXPB-02

TCCACAGTTAGCTACAACCTACCAAAGAAACCAAAAAAGATTGCAGTGATTTGTG
AATTCTGATAACATGGCTCTTACACTTCAACGTGCTTTATTTGATCTACTTACCCT
TGTAGCTATACTCTCAGTATTCCTAGTAGTCCCTTCCTCTTGTTTCAACCCCAAAA
AGCTCCTTAACGCTTCATATTATTCTCCATCTGGTTCAGATTGGTCACCTGCAGTG



GCCACTTGGTATGGACCTTCTAATGGAGATGGAAGTGAAGGTAATAAATAGCTAT
TAGCAGTTTCAATGATTAGTATATATTAATAAGACGTTTTTTTGTCAAATAATGCT
TAAGTTATGATTGAAATAGTTAATTTCTATGATTATTATATGTTTTGTACTTACAT
ATATATATATATATATACATATATATATAGGTGGAGCTTGTGGATACGGCAACGC
TGTTGGGCAACCTCCATTCTCTTCATTAATATCTGCAGGAAGCCCTCTGTTATATG
ACTCCGGCAAAGGGTGTGGTTCTTGTTATGAGGTGAGAACATTATTACGTCTTTC
ACAAGAGGAAGGCTAGCACAATTCTAACACTATTTCATGACTATTCGGGACAAGT
GAAATGATGTGTGATGATGACCCAACTTACAGTTTTATTAAGTTTAAGTAAACTA
CACCAACTAAATTACAAAGTGAAATTTTTTTATTATCAAATTGTTAATCCCAATAT
TACTTAATTCAAATATATTAAAAAGAATTGGTTTTAGTATTAATAAGATAAAAAA
ATAAGAAAAACATAATTTTAAAGGAGAAATTATATTAAATTTGACTAGTCATATT
TTTTTACCAGAGATTATTGTTTTCAATAAAATTAAGAAAAAATATATATACTAAA
AATTTATTAATTTTTAGCTTAACTATCGTAAAAGTGATACTGTCACACTGCTAAGT
TCTCAATTTTGAAATAGAGAGTGATCATGCATGCAAAGGAGAATCATATTCACAA
GACTATGTCCATGAAAGAAAATTATTTTAAGTAGTGCAGTTTTTGTTCTATTTTCA
GGTGAAATGCACAGGGAATTCTGCATGCTCAGGCAATCCCGTGAAAGTAGTGATC
ACTGATGAGTGTGCTGGGTGTGGCTCAGATGCTCAATATCATTTTGATTTGAGTG
GCAGTTCTTTTGGAGCAATGGCAGATTCAGGTCAGGATGAGAATCTACGCAATGC
AGGAAAAATAAACATTCAACATAGAAGGTATGCTCTCCAAATTCCAATAATTAAT
TAATTCCATTTTTAGACAAGCAGACTAATTAATTCTCAGTATCCTTATACTTTTCT
ATAAATATTTCAACATTATTGACTTTCACTTATATTCTTTTGACATTTATTTGGTTT
ATGTTTTTGTCATTACCATATTTTATTTTCAACCTTTAGGTTACAATATTGTAACTG
ACAAATTAGAGACGGGTTTTTGCTGCAGAATTGAATGCAACTATGGTAGGTCAAT
AGCTTTTCACGTGGACTCTGGCTCAAACCAAGAATATTTTGCTGCCTTGGTTGAAT
TTGAGGATGGGGATGGTGACCTTGCCAAGGTTGAACTCAAGGAAGCACATGATG
ATTCAAATTCATGGGATTCAATGCAACAATCATGGGGTGCAGTTTGGAAACTTGA
CAAAGGCTCACCACTGAAGGCACCTTTCTCTATCAGGCTAACCACACTTGAGTCT
GGCAAGACCATTGTGGCCAGTAATGTGATCCCTGCAGAATGGACTCCTGGTCAGA
CATATAGATCAATTGTGAATTTTTGAAACCTAAAGATTTATGTGACCATCATTTTG
TAGCTATCCTACTTATCATATTATATATATAACCCAAGATATGTATCTAATCAAAT
GTCATCCTGTTAGTGGACTTTCGATTGTCTTCTATAATCTACTATGAATGAAATTG
TGCTTGCTACTAGC






