IDENTIFICATION

Species: Brachypodium sylvaticum
Locus: Brasy4G266400

Gene Model: Brasy4G266400.1.p
Description: BsyEXPA-16
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1 1
KEGG:-

EXTERNAL RESOURCES
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy



https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1
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Legend:
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DOMAIN ARCHITECTURE

Superfanilies PLN#0133

. Name Accession Description Interval E-value
[+ PLN00193 super family c133423 expansin-A; Provisional 4-259 1.58e-137
SEQUENCES

Peptide

>BsyEXPA-16

MAPARVTQVVFLTVVVGCALAVYADNAPVEWQKAHATFYGGADASGTMGGACGY
GNLYSTGYGTRTAALSTVLFNDGQACGQCYKIACDSESADSMWCKPGMTVTVTAT
NLCPPNHALPNDNGGWCNPPRPHFDMAQPAWEKIGVYKGGIIPVMYQRVPCVKQGG
VRFTINGHDYFNLVLVTNVAAIGSIKSMEVKSSDASNWTSMPRNWGANWHSLANLT
GKMLSFRLTNTDGQTLVFDNIVPNGWKFGQTFSSKLQFN*

CDS (coding sequence)
>BsyEXPA-16

ATGGCTCCAGCTCGAGTTACTCAGGTGGTTTTCCTGACGGTCGTCGTCGGCTGTGC
ATTGGCCGTATACGCCGACAACGCGCCGGTTGAATGGCAGAAGGCGCATGCGAC
GTTCTACGGCGGCGCCGATGCGTCCGGCACCATGGGTGGCGCTTGCGGGTACGGC
AACTTGTACTCGACGGGGTACGGGACGCGGACGGCGGCGTTGAGCACGGTGCTG
TTCAACGACGGCCAGGCATGCGGGCAGTGCTATAAGATCGCCTGCGACAGCGAA
TCAGCGGACTCGATGTGGTGCAAACCGGGCATGACGGTGACTGTTACGGCTACAA
ACCTCTGCCCGCCCAACCACGCCCTTCCGAACGATAATGGTGGCTGGTGCAACCC
ACCGAGGCCGCACTTCGACATGGCGCAACCGGCTTGGGAGAAGATCGGCGTCTA
TAAAGGTGGCATCATCCCTGTCATGTATCAAAGAGTTCCTTGTGTGAAGCAGGGT
GGAGTGCGATTCACGATCAACGGGCACGACTACTTCAATCTTGTGCTTGTCACCA
ACGTTGCAGCCATCGGATCGATTAAGTCGATGGAAGTCAAGAGCTCTGACGCGTC
TAATTGGACGTCAATGCCACGTAACTGGGGAGCAAACTGGCACTCTCTGGCGAAC
CTCACCGGAAAAATGCTCTCATTCAGATTGACCAACACAGATGGACAAACACTTG
TGTTCGACAACATTGTGCCAAATGGGTGGAAATTTGGACAAACATTTTCGAGCAA
GTTGCAGTTCAACTGA

Nucleotide
>BsyEXPA-16

ACAATTTGTACACACGCGCCGGACGAAGATGCATTCCGGCGGGGGAGAACAGCG
GCCGCGGCGGTCGTCGGAGACGAAGAAGATGATGGCAGCGTCGCGGTTCCTGTG
GTGAGCAAGCTCCGCCGGCCACCATTCGATCCTCCTCCCTCGCAGGTCTCGTTCTG
GTCTTCTGTTTTCAAGCTTGTAGCATGTAGCCTGCCATCGGATGGTCGCTTTGTGA



GCAGCCGGGGGTGGTCGCGGGGGGAAAGAAGGAAGACGGTGGLGLGGGGLGTC
GGAGCGGCGTCGCGAGGTGGTCGCAGGCGGAGCCGAGGGAGCCGTCCGLCGLCGGE
GCGTCGGAGCAGCGCCGCGGGATGGATGAGAAAGGCGGACGCGCGGGGCCTCAG
AGCAGGGGGGAGCAGAGGGAGCCGGCTCTACCAGTTGACGGTACTTAGCGCCCT
TTCACGCGGCGATGAAGGCCGGCGACCTTTCACGCGGCGGCGGCGGCCGGCGAA
GCTCCTGTGCCGTTTCAACCTTATTCGTCCGTGAGCCAGAGACCCCGTTCCTTACC
TGCTCCGTCTCCTGCGCCCGACGGCTCAGCTCCTCGCCCCCTCGTACTCCTCCGCC
GCCAACGGCACCACGCCGTCGCCTTGGCTCTGCTGCAGCACTTCTTCCTGGCAGG
CGGCAAGATTCAGCGGTGGCCATCTCCACGGTGGCCGGCACCCTTTCCAGCGACG
AAGCTCTTTTTTCCCCTCTCTTTTTTTTTTTGACCGAATCTTTTTTCCCCTCTTGTAC
CAGTGCCTGCGCTGCTGGCCGTTAGATTAAAACGAGGGGTGGATGTGGGGGGTC
GAGGCACGCCGTGCCCTGCCTCTGGCAGGGCACTGGATCTCAGTCCGGTTGTCCG
ACGGGACCGGGAGCAGGACGGGGAAGAAGGACAGGGGTGTCGGTGGGTCGCTG
ACGGCTGGGTCCCACGGGTCAGATTTTTGTCGTAGGAGGTGAGTGGGATGCTCAA
TAATCGCAGGGGGTTTTCAGCAAAAACGACACAGGACACGTGTCAACACATGAT
AGGCTTGGACCTCTAAGCAATCCGAATCTCAACTTTTGGGACTAGTTTTGCTCATT
TTGCAATTTGTTGGACTAAACTGCTCCCATCTCTCAAGTTGTTGGGCCAGTGGTGC
AATTACCTCTGCAATAAAATTACGAAAACCAGTAACTATGTGATACAACTGATTT
TAATGTGGTGGTTTTGCGTAATTCACTCAACCACTGCCACCCTCATGCCCTTAGCG
CGGTCGGGACGGCGATAACGCCCTTTGGGCCCGGTCAACCCGACAGGCATGCCCC
ACCGGTCAGAAACAAGCGTACACGCGCCAAACAGCCAAATTGGTGCTATCTGTC
AAAACTTGCGCGAATGCCGGTGGTTTTGCGATAAAATTAACAAAAATGTGGCGGT
TATGTGTAATTCATTCTTCTGATTTTGTCTTAAATCATCACGTGGTTTGCAAAGAC
TATGTCCCGGCTGTAGCATTTGTACCCATGACCTTGGGACGATATATTTGCGAGTC
TTATTGTTAGTTCCGCGTACGAGTTCGTCGTTGGTCTCTCACCAGTAAATGAAGCA
TAGATCGGCCGGAGATTCTGTACAATCAACGTTACAACGGCGCTGCTGATCGAAG
CCTCAATGTGTGAATGCAAAATGCATCACGAGCTAATCATGACGGTGCTCAATTA
ATGGGCGGACAAGCCGTCCAGGTACATAACGAGCACCTGACGTACGATTTCTTTA
ATTAATGGAACAAAAGACACGCACCTCAATTTCGTACATCAGCCGCCTATAGGTA
CATGCTTGTGAGCCTTACACGTACTGTGTAGTACTAGGATTTGAGATGAAACGTA
CATTCGCAAAGGGCGTAAAACGTGAGAAGTCACGTCGTTCGGGCAATTTTACGTG
TCTGCGGACGTGTTAAGTCGTTGATTACCCCCGCAAGCCATGCCGTGCGCGGCTG
AATTTTGGGCGATCGGCATGTGCAAGCCGAAAACTTCATCCGGTTGCACACTGCC
CGCATCTCCGTAGCGACCAATCTACCACGTTCGTCAGAGCCTATATATATCTGCG
CCCGCACCAATCATCAGAAAATCACATCGATCCATACAACACACACCAAGCAGA
ACACATATCCAGTTATCTTCACACTCCACAAACACCAGTTTTTTTTTTGACCAGTT
CCACAAACACCAGTTAGCATCCTGCAAATTCTCACATACCCACAGCTCATAACCT
TTGATCAGTTCGTGCAGTGAAGGGCCGATTCTGACTTTACAAAATCGACAGCAAA
GACATACTACATGGCTCCAGCTCGAGTTACTCAGGTGGTTTTCCTGACGGTCGTC
GTCGGCTGTGCATTGGCCGTATACGCCGACAACGCGCCGGTTGAATGGCAGAAG
GCGCATGCGACGTTCTACGGCGGCGCCGATGCGTCCGGCACCATGGGTACGTATA
ACCAGTAATTAACTGCTGGCAGCGTCAGTTTAGCACAAAAATGCTCTTGTTTAAT
TGTAGTGCATATATATGCTAAAGAGGCAGAGATGGTTACAACCCTTTTTATGGGC
AGGTGGCGCTTGCGGGTACGGCAACTTGTACTCGACGGGGTACGGGACGCGGAC
GGCGGCGTTGAGCACGGTGCTGTTCAACGACGGCCAGGCATGCGGGCAGTGCTA
TAAGATCGCCTGCGACAGCGAATCAGCGGACTCGATGTGGTGCAAACCGGGCAT
GACGGTGACTGTTACGGCTACAAACCTCTGCCCGCCCAACCACGCCCTTCCGAAC




GATAATGGTGGCTGGTGCAACCCACCGAGGCCGCACTTCGACATGGCGCAACCG
GCTTGGGAGAAGATCGGCGTCTATAAAGGTGGCATCATCCCTGTCATGTATCAAA
GGTAAGCACATGTATTTATTGTTGATTTGATGTTTTTCCTACTTTATGACCGAATC
AACCGTAGATTTCTCAGATTAGCAATCCACGCCAGCATATGTCACAGCGCGGCAA
CATTCGCTGACACTATATAATGCACCTGGAAAACAATGTCCAGAGCAAAATGGCT
GCGTTGACAAAAGATTGCAATAGGTTACCCGCAAAAAAAAAAGATTGCAATAGC
TCAAAAGAGGCACCATAATTGGGGAAACCAACTTTTCTAGGGATGATGGCATGC
ACATATTCTTCTATGTATATTAGACTAGCCAATTTTTTAGATAACATTAGACTAGT
CACTTGCTGCAATAGTTTATTTAAATAAATTTTCTCCGCAGAGTTCCTTGTGTGAA
GCAGGGTGGAGTGCGATTCACGATCAACGGGCACGACTACTTCAATCTTGTGCTT
GTCACCAACGTTGCAGCCATCGGATCGATTAAGTCGATGGAAGTCAAGAGCTCTG
ACGCGTCTAATTGGACGTCAATGCCACGTAACTGGGGAGCAAACTGGCACTCTCT
GGCGAACCTCACCGGAAAAATGCTCTCATTCAGATTGACCAACACAGATGGACA
AACACTTGTGTTCGACAACATTGTGCCAAATGGGTGGAAATTTGGACAAACATTT
TCGAGCAAGTTGCAGTTCAACTGATCACTCT





