
IDENTIFICATION 

Species: Physcomitrium patens 

Locus: Pp3c11_12000V3 

Gene Model: Pp3c11_12000V3.2.p 

Description: PpEXPA-19 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Ppatens_v3_3  

KEGG: https://www.genome.jp/entry/gn:T01041  

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Ppatens_v3_3
https://www.genome.jp/entry/gn:T01041


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PpEXPA-19 

GGTSSTHQCSSAILSTGGESLHRGPDSCHEGGILRGCVEYWPWPDLQSLTWLFLDIMK

MDARSGMKLAVVLLVHLALCASPVFGAPPGGWINGRITYYGSPNGGGTQGGACGY

QNTVSLGYGFMTAALSTTLFKGGAACGACYQLQCAPVSETPSGLLKRNWCWQVGR

SILVTATNLCPPGSSGGWCNPPQHHFDLPMPAFLALARREGGVVPVYYRKVNCARK

GGIRFTVGGNPWFLMILIHNVGGAGDVVAVKVKCPTSGWYDMYRNWGALWTVQK

KMNGPLSFAITTSDGRTVTTYNAVGNGWKFGQTWEGAQYR* 

CDS (coding sequence) 

>PpEXPA-19 

GGGGGGACGTCTTCAACGCATCAATGCAGCAGCGCCATCTTGTCAACTGGGGGA

GAGAGTTTGCATCGGGGTCCGGATTCATGTCATGAGGGTGGTATCTTGAGGGGTT

GTGTTGAGTATTGGCCCTGGCCAGATCTTCAGTCGCTCACTTGGCTCTTCCTTGAC

ATCATGAAGATGGACGCTCGATCCGGTATGAAGCTCGCGGTGGTTCTGCTCGTTC

ACCTGGCGCTCTGCGCGTCTCCTGTGTTCGGTGCCCCGCCTGGAGGATGGATAAA

TGGGCGCATCACGTACTATGGTTCGCCAAATGGCGGAGGGACGCAGGGCGGTGC

TTGCGGGTATCAGAACACTGTATCGTTGGGATATGGCTTTATGACAGCAGCACTG

AGTACCACTCTGTTTAAAGGTGGAGCGGCCTGTGGTGCGTGCTACCAGCTGCAGT

GTGCCCCAGTCAGCGAAACCCCGAGTGGGTTACTCAAGAGGAACTGGTGCTGGC

AGGTGGGTAGAAGCATTCTCGTCACCGCTACCAACCTCTGTCCTCCAGGCTCTTC

AGGAGGATGGTGTAACCCTCCGCAGCACCATTTCGACTTGCCAATGCCTGCCTTC

TTGGCCCTCGCTAGGCGTGAAGGGGGTGTTGTTCCAGTCTACTACCGGAAGGTGA

ATTGTGCGAGGAAGGGTGGAATTCGATTCACTGTGGGAGGCAATCCTTGGTTCTT

GATGATCCTTATTCACAACGTTGGCGGGGCAGGTGATGTGGTAGCTGTCAAGGTT

AAGTGCCCCACCTCCGGATGGTATGACATGTACCGGAACTGGGGTGCATTATGGA

CTGTGCAGAAGAAGATGAATGGGCCACTTTCCTTCGCGATCACAACGAGCGACG

GGCGCACGGTGACCACCTACAATGCGGTGGGCAACGGTTGGAAGTTCGGGCAGA

CCTGGGAGGGCGCCCAATACAGGTGA 

Nucleotide 

>PpEXPA-19 



GGGCTGCAGCGTTGGGTTTGGATATAAGCCAGTTGGGGGGACGTCTTCAACGCAT

CAATGCAGCAGCGCCATCTTGTCAACTGGGGGAGAGAGTTTGCATCGGGGTCCGG

ATTCATGTCATGAGGGTGGTATCTTGAGGGGTTGTGTTGAGTATTGGCCCTGGCC

AGATCTTCAGTCGCTCACTTGGCTCTTGTAAGTTGTCTGGACTGATCCACAGGTGC

AGTTTTGTGTCTTGGGAATCAAACTGGGTTGTGTTGGTTTCCACGATGAATTCATT

CGCTTCTAGAGTATACAATATTCAAAGCATTGGGGTACTAAGTAGAAGTATCCAA

GTTTGTCCTTGATAAAAGAGATTCTAGTTGCGGTGACAAGATTACAGAGAATTTT

GAAACGGCAATTTGAACCACTGCTACTTTTGAAGAACTGTCGAGTGTTTGAAGAA

TATCAACCAGTATGAAAAGGATGTTAATTTCGTGAAAAGCCATGGTGTGTGGTCG

ACCGAGCGAAACGTGTGTAGATCAAACAGATGGTTCGGCATGAATCTGGATTATT

TGTTTCTGATTTGTTAATCAACGGTACTGAATTGCAGCCTTGACATCATGAAGATG

GACGCTCGATCCGGTATGAAGCTCGCGGTGGTTCTGCTCGTTCACCTGGCGCTCT

GCGCGTCTCCTGTGTTCGGTGCCCCGCCTGGAGGATGGATAAATGGGCGCATCAC

GTACTATGGTTCGCCAAATGGCGGAGGGACGCAGGGCGGTGCTTGCGGGTATCA

GAACACTGTATCGTTGGGATATGGCTTTATGACAGCAGCACTGAGTACCACTCTG

TTTAAAGGTGGAGCGGCCTGTGGTGCGTGCTACCAGCTGCAGTGTGCCCCAGTCA

GCGAAACCCCGAGTGGGTTACTCAAGAGGAACTGGTGCTGGCAGGTGGGTAGAA

GCATTCTCGTCACCGCTACCAACCTCTGTCCTCCAGGCTCTTCAGGAGGATGGTGT

AACCCTCCGCAGCACCATTTCGACTTGCCAATGCCTGCCTTCTTGGCCCTCGCTAG

GCGTGAAGGGGGTGTTGTTCCAGTCTACTACCGGAAGGTGAATTGTGCGAGGAA

GGGTGGAATTCGATTCACTGTGGGAGGCAATCCTTGGTTCTTGATGATCCTTATTC

ACAACGTTGGCGGGGCAGGTGATGTGGTAGCTGTCAAGGTTAAGTGCCCCACCTC

CGGATGGTATGACATGTACCGGAACTGGGGTGCATTATGGACTGTGCAGAAGAA

GATGAATGGGCCACTTTCCTTCGCGATCACAACGAGCGACGGGCGCACGGTGACC

ACCTACAATGCGGTGGGCAACGGTTGGAAGTTCGGGCAGACCTGGGAGGGCGCC

CAATACAGGTGATCGACGCGTACTTCCAGGTCGCAGAGAGAATTCGACGGACGG

ATGATCCCCTACACGATTTTTTTAGAATTATTTATCTGCTTATTTTTGTTTACGAGC

CGAAGTCTAGGCGGAGCAGGTGGTACACGCAGTGCGTAGGACTTTCTGGAATCA

ACCTAGATCTTCAGATCGGTAATAGTTCGTGTTTTCTCCTCCCAGTGATGATCCGC

GCTGAGCTTGCATCAGTCGGTAGGCCGCGCTAGAGATCGAAAGGCACGGAACGT

CGAATATTATCCTCTCGGCACAGAGTCGAGGGTCTCTTCTTGCCAGTCTTTCGGAG

CTGGTCATGGAATTAGTTTGTCCTTGTAGCCTGAAAGGAGTCCATGTTCTGCAGA

CGCTATTTTTACTTAGCAAGGGGAGTAATTGTGTGTATGGTACCTACCTGCATGTG

GCTTGAGCAGTGCTGATTGATGTCTGCCGCCTTGATCTAGTGTCTAGTTTTATGTT

CTTTAGCTGGCTAGTTTTTGTGCTGTATCGCACAGTTTTCAACACCCTATAATATA

TTACGAAACTCCCATTCTTACGTGCATTGTCGACTTGTTGGTTGTTTAATACTTAG

AGACTCTGCTTCTTCCACCTGTTTTGT 


