IDENTIFICATION

Species: Phalaenopsis equestris
Locus: XP_020579985

Gene Model: XP_020579985.1
Description: PeqEXPA-08
Family: Alpha Expansin

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/?term=Phalaenopsis+equestris
KEGG: https://www.genome.jp/entry/T05601

EXTERNAL RESOURCES
http://orchidbase.itps.ncku.edu.tw/est/Phalaenopsis 2019.aspx



https://www.ncbi.nlm.nih.gov/genome/?term=Phalaenopsis+equestris
https://www.genome.jp/entry/T05601
http://orchidbase.itps.ncku.edu.tw/est/Phalaenopsis_2019.aspx

GENE STRUCTURE

PeqEXPA-08
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Query seq.
Superfanilies PLNO0OOS0O

=+ Name Accession Description Interval E-value
[+] PLN0OOS0 super family c131535 expansin A; Provisional 27-255 4.47e-78
SEQUENCES

Peptide

>PeqEXPA-08

MATHSAILLFSFFTSPSFSAPIDDKWSLATATYTRTPFQAGGGACGYTLEAEDRPEWM
SELGRNTAALSGELFRRGELCGSCFELRCVDHILFCLRGSPSVTVTAVDFCAPNYGLP

SVDGGWCNFPRHHFDLSLPAFASIARSAADIVPVQYRRVRCNQSGKMRFTVRGSSFF

YEVLITNVGFDGMVAEVKVKGRRSGWIPMGRNWGQNWHCNADLSGQPLSFEVTGS
SGRRVTSYNIAPPNWRFGQTFEGKQFEG

CDS (coding sequence)
>PeqEXPA-08

TACAAACTTTAAACACAAGCCCGCCTAATGTCTGACTGTAAGTACCAAAAAAACT
ATTCAGAAAGCCCAAAAAAACGAGCAAAAATCCCACCTTTCAAAACCCTAAACC
TTTTGTCTCCTCTCTCTCTCCCCCTCCCATGGCGACCATCATCTCTGCCATCCTTCT
CTTCTCCTTCTTCACCTCCCCATCCTTCTCCGCCCCGATCGATGATAAATGGAGCT
TAGCAACCGCAACATACACCAGAACCCCCTTCCAGGCCGGAGGAGGAGCGTGCG
GCTACACCTTAGAAGCAGAGGACCGGCCGGAATGGATGTCGGAATTGGGGCGGA
ACACGGCGGCGCTGAGCGGCGAACTTTTCCGGCGAGGAGAGCTTTGCGGTTCCTG
CTTCGAACTCCGATGCGTCGATCACATACTCTTCTGTCTCCGAGGAAGCCCTTCCG
TTACCGTCACCGCCGTCGATTTCTGCGCGCCTAACTACGGCCTCCCCTCCGTCGAC
GGCGGGTGGTGCAATTTCCCCCGCCACCACTTCGACCTCTCTCTTCCGGCGTTCGC
TTCTATAGCTCGCTCCGCCGCTGATATTGTCCCCGTTCAGTACCGAAGGGTGAGGT
GCAATCAGAGCGGGAAGATGCGGTTTACGGTGAGAGGGAGCTCGTTCTTCTACG
AGGTTCTGATCACGAACGTCGGCTTTGACGGGATGGTGGCGGAGGTGAAGGTGA
AGGGGAGGAGAAGTGGTTGGATACCAATGGGGAGGAATTGGGGACAGAACTGG
CACTGCAATGCAGATTTGAGTGGCCAACCCCTTTCCTTTGAGGTTACTGGAAGCA
GTGGAAGAAGAGTTACTTCTTACAATATAGCCCCTCCCAATTGGAGATTTGGACA
GACCTTTGAAGGGAAGCAGTTTGAAGGTTAGTTATATAAAAGATTGGAGCTTTTT
GTTTTATTCAGGAAAATTTTTGGGGGATGAGTTTACAGTTTTGTGAGGAAACTGTT
GATGTTTCAATTAATAGTTTTGTTACATGAATCCTAGAGGCATTTACATACACACC
ACACAGTTTTTATGTATTTGCATATCTAACAACTAAGCATCCATATTTACATGCAT
ACCGCTCAAAGTTTGAACATGGAGTCAAAAATATCATCATTGCTATTCTTTGTCAT
AGCGAACTACATATATTTATGCATGTGTTTATGAAACTA



Nucleotide
>PeqEXPA-08

ATCGAGGGACTGCGGAAGGGGGTGTCCCTCATCTAATTATGGTTGGCCGAAGAA
AGAGCTTTGTAGGTCACCTGAAGTGAGATGACCGAAGAAAATAGTTTGGTCGGTC
TACATAAGTGAGGTGACCGAGAGAGAAATTTTGGTCAGGCGACTGACACGAGAC
AGCTGACTACTTAATTGCTTTGAGATTCGTGTAGACCATATATATATATATNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAATCTTTA
CCACAGCTGCAAATCTATGAAAGGGAATGAACATTTACATTCTATATTTTGAAGT
GATTATGACACTGAAGTATAATGTTACAAGTAAACATTAAAGTTCATGTGCTAGA
CATGCAAATACATAGGAATCATGTGATATAAATGTAAATCCCTCTAAAATCCTTC
CATGATTGTTGCAGGGTGAGGTGCAATCAGAGCGGGAAGATGCGGTTTACGGTG
AGAGGGAGCTCGTTCTTCTACGAGGTTCTGATCACGAACGTCGGCTTTGACGGGA
TGGTGGCGGAGGTGAAGGTGAAGGGGAGGAGAAGTGGTTGGATACCAATGGGG
AGGAATTGGGGACAGAACTGGCACTGCAATGCAGATTTGAGTGGCCAACCCCTTT
CCTTTGAGGTTACTGGAAGCAGTGGAAGAAGAGTTACTTCTTACAATATAGCCCC
TCCCAATTGGAGATTTGGACAGACCTTTGAAGGGAAGCAGTTTGAAGGTTAGTTA
TATAAAAGATTGGAGCTTTTTGTTTTATTCAGGAAAATTTTTGGGGGATGAGTTTA
CAGTTTTGTGAGGAAACTGTTGATGTTTCAATTAATAGTTTTGTTACATGAATCCT
AGAGGCATTTACATACACACCACACAGTTTTTATGTATTTGCATATCTAACAACTA
AGCATCCATATTTACATGCATACCGCTCAAAGTTTGAACATGGAGTCAAAAATAT
CATCATTGCTATTCTTTGTCATAGCGAACTACATATATTTATGCATGTGTTTATGA
AACTAAGGCGGTGTAAGTATAAATATCAAACTTTGAGTGTTTGATACGTAAATAC
ATAAAAATTGTTGTATGTATGTAAATTTTTATTAAATATATATTGTTGTTGATTTG
AAGTGGAAGTATCAATTGTAATTGTAATGTATTTTCATGTAAAATGTCTTTTAAAG
AATGATTTGCAGAATGTGATATGGTTAAGGAAGATTTACATACATAACAATCAAT
TCTTATGTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNTCTCTCTCTCTCTCTCTCTCTCTCTCTCCTACTCTACAATCAATATAACTTGGC
ACAACTTTTCTTAATTGATTGTTGAATCTAAATCTATCTAATAAATAAATCGTAAC
GAAATAATAGAGTGTGAGACCAAGAGAAGGAGAATATGAGAGAGAATGAGAGA
CTTACCCTCTCG






